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Unigene Cluster Title 


ESTs, Highly similar to RUXE_HUMAN 
SMALL NUCLEAR 

RIBONUCLEOPROTEIN E [M.musculus] 


Alpha-2-macroglobulin ! 


ESTs | 


ESTs 


ESTs, Highly similar to R26445 1 
[H.sapiens] 


ganglioside expression factor 2 I 


ESTs.UDP-glucuronosyltransferase 1 
family, member 1 


ESTs ] 


EST i 


ESTs i 


ESTs, Highly similar to IMB3_HUMAN 
IMPORTIN BETA-3 SUBUNIT [H.sapiens] 


Rattus norvegicus mRNA for peptide 
histidine transporter 1 homolog rPHT2, 
complete cds 


Tenascin X j 


ESTs, Moderately similar to KIAA1049 
protein [H.sapiens] 


ribonucleoprotein F 


general transcription factor IIB j 


acidic ribosomai protein P0 [ 


Carnitine palmitoyltransferase 2 


Rattus norvegicus brain Na++/Ca++ 
exchanger-associated protein mRNA, 
complete cds 


Rattus norvegicus mRNA for H(+)- 
transporting ATPase, complete cds j 


Known Gene Name 




Alpha-2-macroglobulin 








ganglioside expression factor 2 


UDP-glucuronosyltransferase 1 family, 
member 1 












Tenascin X 




ribonucleoprotein F 


general transcription factor IIB 


acidic ribosomai protein P0 


Carnitine palmitoyltransferase 2 




HMm:ATPase, H+ transporting, 
lysosomal (vacuolar proton pump) 16kD 


Pathway Name 














Androgen and estrogen 
metabolism, Pentose and glucuronate 
interconversions.Porphynn and 
chlorophyll metabolism.Starch and 
sucrose metabolism 






















Fatty acid metabolism.Glycerolipid 
metabolism 




Oxidative phosphorylation.Type III 
protein secretion system 
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Model Code 


General 




General 












General 










q 


General.dd 


aa 




k.o.bb 


d, General 




GenBank 
Acc 


AA875102 


X13983 


AA955104 


AA946032 


AA851372 


AB003515 


D38061 


AI1 44741 


AA924783 


AI009098 


AM 37586 


A1 172497 


U24489 
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AB022209 


X65948 


X15096 


J05470 


AI231800 


D10874 


SeqID 




2418 
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1 








1333 






1323 


1464 


2319 


CT> 




2478 


2423 


2072 


1729 


1931 


GLGC ID 


16419 


22514 


23360 


22705 


22979 


24458 


5492 


2264 1 


5026 


24665' 


7414 


6735 


17709 


22490 


23417 


20899 


1069 


1977 


15543 


7864 
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Unigene Cluster Title 




i ESTs | 


Rattus norvegicus cytochrome P450 
pseudogene (CYP2J3P1) mRNA 




Rattus norvegicus glutathione reductase 
mRNA, complete cds j 


ESTs | 




ESTs, Weakly similar to T24938 
hypothetical protein T15H9.1 - 
Caenorhabditis elegans [C.elegans] 


heterogeneous nuclear ribonucleoprotein 
A1 


Rat mRNA for preprocathepsin D (EC 
3.4.23.5) 


Acyl-Coenzyme A dehydrogenase, C-4 to 
C-1 2 straight-chain 


ESTs i 


ESTs i 


ERM-binding phosphoprotein j 


ESTs, Highly similar to N214_HUMAN 
NUCLEAR PORE COMPLEX PROTEIN 
NUP214 [H.sapiens] 


ESTs.UDP-glucuronosyltransferase 1 
family, member 1 


Rattus norvegicus UDP- 
glucuronosyltransferase UGT1A7 mRNA, 
complete cds 


decorin I 




Gene Name 
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A1 






>i dehydrogenase, C-4 
hain 






sphoprotein 




^transferase 1 family, 








Known 
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decorin 
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glucurc 
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Pathway N; 






















Fatty acid metabolism, Pn 


metabolism.Valine, leucir 
isoleucine degradation,^ 
metabolism 










Androgen and estrogen 
metabolism.Pentose and 
interconversions.Porphyr 
chlorophyll metabolism.S 
sucrose metabolism 








: 










































Model Coc 


E 




d, General 


k,l,x,cc,dd 


f,g,l, General 




E 










d,k,l,General 


j, General 




E 


General 


cr 




m.u 




1 GenBank 
Acc 


IM95791 


[AA799570 


U40004 


L00320 


U73174 


A1 178938 


D11445 


AI070200 


M12156 


AI235585 


J02791 


AA945601 


AA893032 


AI007803 I 


AA944308 


S56936 


D38062 


X59859 




SeqID 


2242 


Si 


2341 


2091 


2368 


15941 


1933| 


1137 


2130 


1841 


2046 










2251 


1970 


2462 


IE 1 


GLGC ID 
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CD 


18036 


12158! 
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4365 
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22266 


3131 


17340 


22655 


5493 


18028 


18354 
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Unigene Cluster Title 


Heat shock 10 kD protein 1 (chaperonin 
10) 


Y box protein 1 ] 


5-aminoimidazole-4-carboxamide 
ribonucleotide formyltransferase/IMP 
cyclohydrolase 


ESTs, Moderately similar to PTD004 
[H. sapiens] 


ESTs I 


Rattus norvegicus DCoH gene 




ESTs, Weakly similar to nucleosome 
assembly protein [R.norvegicus] 


Solute carrier family 1 1 member 2 (natural 
resistance-associated macrophage protein 
2) 


Nuclear Factor IA I 


Rat senescence marker protein 2A gene, 
exons 1 and 2 


ESTs | 


ESTs I 


ESTs, Highly similar to KIAA0694 protein 
[H.sapiens],ESTs, Moderately similar to 
pyrophosphatase [H .sapiens] 


transcytosis associated protein.vesicle 
docking protein, 115 kDa 


Cytochrome P450, subfamily I (aromatic 
compound-inducible), member A1 (C6, 
form c) 


Enolase 1, alpha 


ESTs | 


Ribosomal protein S5 j 


Known Gene Name 


Heat shock 10 kD protein 1 (chaperonin 
10) 


Y box protein 1 


5-aminoimidazole-4-carboxamide 
ribonucleotide formyltransferase/ 






dimerization cofactor of hepatocyte 
nuclear factor-1 -alpha 


ribosomal protein L23 




Solute carrier family 1 1 member 2 
(natural resistance-associated 
macrophage protein 2) 


Nuclear Factor IA 


Rat senescence marker protein 2A 
gene, exons 1 and 2 








transcytosis associated protein.vesicle 
docking protein, 115 kDa 


Cytochrome P450, subfamily I (aromatic 
compound-inducible), member A1 (C6, 
form c) 


Enolase 1 , alpha 




Ribosomal protein S5 
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Pathway Name | 




D13309 t ! 


















Androgen and estrogen metabolism 










Fatty acid metabolism.Tryptophan 
metabolism 


Glycolysis / 

Gluconeogenesis.Phenylalanine, 
tyrosine and tryptophan biosynthesis 
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Model Code 


General 


General 


General 




K 


CO 
















pp'b'd'6 






h,w,cc 
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Acc 


Ah 7061 3 


AI233925 


Al 175494 


AI236947 


M83740 


X58200 


AA799449 


AA892390 


X84210 


AA945050 


AA926066 


AA858910 


AA891800 


U14192 


E00778 


X02610 


AI233639 


X58465 


SeqID 


1393 


1936 


co 
§ 


1477 


1879 


2223 


2456 


o 




2501 






00 
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2309 
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2395 


1785 
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18717 


4007 
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20443 




19408 


8549 


10109 



TABLE 1 -• ■-i-'H'^'-.v! .-''iv.;| : ;--/-o.fc-::-'--.':; vi-;- ■ • ■ rK'''''W' : ^ r -^ -■:i/:rfr::^/M-§^^ : i .rf Document Number 1740956.1 | 


Unigene Cluster Title 




ATPase isoform 2, Na+K+ transporting, ATPase isoform 2, Na+K+ transporting, 
beta polypeptide 2 beta polypeptide 2 


calsequestrin 2 i 


ESTs, Moderately similar to S12207 
hypothetical protein [M.musculus] 


Proliferating cell nuclear antigen j 


ESTs, Weakly similar to T00084 
hypothetical protein KIAA0512 [H .sapiens] 


heat shock protein 60 (liver) \ 


Ketohexokinase \ 


ESTs, Weakly similar to S24169 mucin - 
rat [R.norvegicus] 


multiple inositol polyphosphate histidine 
phosphatase 1 j 


ESTs i 


steroid sensitive gene-1 protein j 


Rattus norvegicus aminopeptidase A short 
variant mRNA, partial cds 


ESTs j 


ESTs, Highly similar to RL8_HUMAN 60S 
RIBOSOMAL PROTEIN L [R.norvegicus] 


ESTs, Highly similar to ETFD_HUMAN 
ELECTRON TRANSFER 
FLAVOPROTEIN-UBIQUINONE 
OXIDOREDUCTASE PRECURSOR 
[H .sapiens] 


EST 


cathepsin B j 


ESTs, Weakly similar to DRAL 
[R.norvegicus] 


ESTs I 


Rattus norvegicus CDK110 mRNA,heat 
shock protein 60 (liver) 


ESTs j 


Known Gene Name 


calsequestrin 2 




Proliferating cell nuclear antigen 




heat shock protein 60 (liver) 


Ketohexokinase 




multiple inositol polyphosphate histidine 
phosphatase 1 




steroid sensitive gene-1 protein 


aminopeptidase A 




ribosomal protein L8 






cathepsin B 






heat shock protein 60 (liver) 






CD 
= 

I 


D30804 !f,l,General 


J03754 z 












Fructose and mannose metabolism 






























Model Code 




E 


General 


General 


General 




t,aa 


General.t 




I.General 


l,General,y 








■o 








k,General 


General 


GenBank 
Acc 


AI045171 


AI232255 


M24604 


AA943149 


U68562 


M86235 


AA858902 


AF012714 


AI070792 


AI235465 I 


999600IV 


AM 69903 I 


X62145 


Al 176422 


AA997544 


X82396 


AI1 77869 


AA901043 


AA858640 


AI639501 


SeqID 




2057 


1076 


1741 


2165 




2364 


2228 






1147! 


1840 




1377 


2465 


1506 




2497 


1571 






1907| 


9 


25281 ! 


1774 




18824 


11455 


21993 


20386 


16726 


1 


15292 




11039 


CN 
CD 


cl 


15875 


17921 


16619 


20944 


5780 


2681 


14987 


5998| 
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Unigene Cluster Title 


ESTs ! 


ESTs | 


ESTs I 


ESTs | 


ESTs, Highly similar to 149523 Mouse 
primary response gene B94 mRNA, 3'end 
mouse [M.musculus] 


Acetyl-Co A acetyltransferase 1, 
mitochondrial 


DNA-damage inducible transcript 3 I 


collagen binding protein 1 


ESTs I 


ESTs I 


ESTs | 


ESTs, Moderately similar to LECT2 
precursor [H.sapiens] I 


ESTs, Weakly similar to matrin cyclophilin 
[R.norvegicus] 


Tissue inhibitor of metalloproteinase 3 j 


ESTs, Moderately similar to FLI-LRR 
associated protein-1 [M.musculus] 


ESTs, Highly similar to Pax transcription 
activation domain interacting protein PTIP 
[M.musculus] 


ESTs i 


ATP synthase subunit d.ESTs, Moderately 
similar to T46317 hypothetical protein 
DKFZp434A0612.1 [H.sapiens] 


Known Gene Name 












Acetyl-Co A acetyltransferase 1 , 
mitochondrial 


DNA-damage inducible transcript 3 


serine proteinase inhibitor, clade H (heat 
shock protein 47), member 1 












Tissue inhibitor of metalloproteinase 3 








ATP synthase subunit d 


Pathway Name 












Butanoate metabolism.Fatty acid 
biosynthesis (path 2), Fatty acid 
metabolism,Lysine 
degradation,Propanoate 
metabolism.Pyruvate 
metabolism.Synthesis and degradation 
of ketone bodies.Tryptophan 
metabolism 
























Oxidative phosphorylation.Type III 
protein secretion system 


Model Code 




b.General 


co 




General 


q 




General 




General 




p.q.General 








General 




General 


GenBank 


AI230951 


AA893080 


AI234515 


H33003 


AI1 11858 


D13921 


U30186 


M69246 


AI059337 


Al 136692 


AI045972 


AA945596 


AA892298 


AA924006 


AH 45899 


Al 179993 


AI011510 


AM 7741 3 


SeqID 


1709 


io 




2026 


1288 


1940 


2327 1 


2213 




1311] 






c3 CO 


1348 


1622 




1555 


GLGC ID 


I 11893 


13332 


7782 


43811 


20422 


18958 


1598! 


17301 


11798 
11382 


6825 1 


12314 


4486 
18952 


8834 


4040 


3934) 


18141 
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Unigene Cluster Title 


ESTs, Weakly similar to T15251 
hypothetical protein K07B1 .4 - 
Caenorhabditis elegans [C.elegans] 


proteasome (prosome, macropain) 
subunit, alpha type 5 


ESTs ] 


nuclear factor l/B ] 


ESTs | 


ESTs I 


ESTs I 


Rat mitochondrial 3-hydroxy-3- 
methylglutaryl-CoA synthase mRNA, 
complete cds 


EST, Moderately similar to ISI1 RAT 
INSULIN-INDUCED PROTEIN 1 
[R.norvegicus] 


ESTs 




ESTs, Weakly similar to T46906 
hypothetical protein DKFZp761 D0223.1 
[H.sapiens] 


ESTs I 


Protein disulfide isomerase (Prolyl 4- 
hydroxylase, beta polypeptide) 


ESTs ; 


Cytochrome P450, subfamily 1 (aromatic 
compound-inducible), member A2 (Q42, 
form d) 


ESTs, Highly similar to S10A RAT S-100 
PROTEIN, ALPHA CHAIN 
[R.norvegicus],Heat shock protein 70-1 


ESTs, Highly similar to TS24 MOUSE 
PROTEIN TSG24 [M.musculus] 


Epoxide hydrolase 1 (microsomal 
xenobiotic hydrolase) 


Known Gene. Name : ; 




proteasome (prosome, macropain) 
subunit, alpha type 5 




nuclear factor l/B 




















Protein disulfide isomerase (Prolyl 4- 
hydroxylase, beta polypeptide) 




Cytochrome P450, subfamily 1 (aromatic 
compound-inducible), member A2 (Q42, 
form d) 


Heat shock protein 70-1 




Epoxide hydrolase 1 (microsomal 
xenobiotic hydrolase) 




o 
E 

RJ 

z 

1 

B 
j_ 




Proteasome 






















Arginine and proline metabolism 




Fatty acid metabolism.Tryptophan 
metabolism 








Model Code 


General 






General 




bb 


General, bb 




q 








b,m,General,y ] 










h.x.cc 


GenBank 


o 
< 


AI045040 


D10756 


AM 03282 j 


AB012230 


AI233552 


AA956405 


AA955164 


M33648 


AA8 18627 


AI228931 


AI072578 


AI233687 


AI230988 


X02918 


AA819679 


M26127 


L16764 


AA900506 


M26125 


SeqID 


1067 


1929 


1243 




1783[ 


CT> 
CD 


o 


2181 




1654 


1183 


1786 


17111 


2397 


CO 


2169 


2103 


CD 


2168 


GLGC ID 


24290 


3254 


23469 


17962 


13138 


105961 


23320 


15579 


6236 


6633 


26190 


7667 


13932] 


19392 


106951 


20704 


1475 


22725 


17541 
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Unigene Cluster Title 


EST, Weakly similar to T16084 
hypothetical protein F16H11.1 - 
Caenorhabditis elegans [C.elegans] 


Rattus norvegicus mRNA for thiol-specific 
antioxidant protein (1-Cys peroxiredoxin) 


endothelial differentiation sphingolipid G- 
protein-coupled receptor 1 


ESTs, Moderately similar to MXI1 RAT 
MAX INTERACTING PROTEIN 1 
[R.norvegicus] 


Rattus norvegicus kynurenine 
aminotransferase/glutamine transaminase 
K (Kat) gene, complete cds.ferritin light 
chain 1 


ESTs, Highly similar to serine/threonine 
kinase [R.norvegicus] 


Solute carrier family 2 A2 (gkucose 
transporter, type 2) 


ESTs 


ESTs, Moderately similar to AF151807 1 
CGI-49 protein [H. sapiens] 


ESTs 


alcohol dehydrogenase family 3, subfamily 
A2 


Known Gene Name 




HMm:peroxiredoxin 5 


endothelial differentiation sphingolipid G- 
protein-coupled recep 




ferritin light chain 1 




Solute carrier family 2 A2 (gkucose 
transporter, type 2) 








alcohol dehydrogenase family 3, 
subfamily A2 


Pathway Name 




Methane metabolism.Phenylalanine 
metabolism 


















Arginine and proline 
metabolism.Ascorbate and aldarate 
metabolism, Bile acid 
biosynthesis,Butanoate 
metabolism, Fatty acid 
metabolism.Glycerolipid 
metabolism.Histidine metabolism.Lysine 
degradation, Propanoate 
metabolism, Pyruvate 
metabolism.Tryptophan 
metabolism.Valine, leucine and 
isoleucine degradation.beta-Alanine 
metabolism 


I 

Model Code 








n,General,aa 


m.General 




t,u,w 


General 








GenBank 
Acc 


AA858603 


AF014009 


AA943737 


AI237835 


AM 71 692 


AI010191 


L28135 


AI013913 


AA850814 


AI1 70751 


M73714 


GLGC ID SeqID 


CM 






1894 


1431 


o 


2117 


1004 




1400 


2214 


18085 


19254 


19069 


3467 


8215 


3882 


15872 


21604 


19575 


23612 


23884 
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s 

1 
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Unigene Cluster Title 


I ESTs | 


Rattus norvegicus intercellular calcium- 
binding protein (MRP8) mRNA, complete 
cds 


unconventional myosin Myr2 I heavy chain 


nuclear protein E3-3 orfl | 


Rattus norvegicus aiar mRNA for 
androgen-inducible aldehyde reductase, 
complete cds 


forkhead box M1 j 


ESTs, Moderately similar to meningioma- 
expressed antigen 1 1 [H.sapiens] | 


EST | 


Rattus norvegicus cytoplasmic dynein 
intermediate chain 2C mRNA, complete 
cds.UDP-glucuronosyltransferase 1 
family, member 1 


ESTs i 


ESTs, Weakly similar to T24789 
hypothetical protein T10C6.5 - 
Caenorhabditis elegans [C.elegans] 


Chymase 1 , mast cell J 


ESTs j 


ESTs, Weakly similar to T26686 
hypothetical protein Y38F1 A.6 - 
Caenorhabditis elegans [C.elegans] 


Rattus norvegicus diphosphoinositol 
polyphosphate phosphohydolase type II 
(Nudt4) mRNA, complete cds 


ESTs, Weakly similar to T31650 
hypothetical protein Y57A10A.cc - 
Caenorhabditis elegans [C.elegans] 


Known Gene Name 




unconventional myosin Myr2 I heavy 
chain 


nuclear protein E3-3 orfl 




forkhead box M1 






UDP-glucuronosyltransferase 1 family, 
member 1 






Chymase 1, mast cell 










Pathway Name 


















Androgen and estrogen 
metabolism.Pentose and glucuronate 
interconversions.Porphyrin and 
chlorophyll metabolism.Starch and 
sucrose metabolism 
















TABLE 1 ' ' 4"'- ^ '■ 


Model Code 


EB'f 








E 






General 








General.bb 




c,d,General,u 


p.r.General 


E 


I 8 
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AI236120 


AA957003 


AI012566 


AI171562 


AA892821 


U83112 


AI171374 


AA964292 


D38065 


AI045555 


AH 79388 


U67908 


AA900562 


AI072214 


AA891107 


AH 03376 


SeqID 


1853 


CN 


o 


1425 




2378 


1422 


CD 
CO 


1971 


1082 


1605 


2362 


co 


1173 


CO 


1246 


GLGC ID 


11431 


16173 


17489 


18704 
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22958 


2330 


1354 


5824 


19783 
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20988 


20123 


23192 


5197 



to 
ir> 
cn 

I 

i 
I 
1 

i 
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Unigene Cluster Title 


ESTs, Moderately similar to MY16 
MOUSE MYELOID DIFFERENTIATION 
PRIMARY RESPONSE PROTEIN 
MYD116 [M.musculus], Rattus norvegicus 
progression elevated gene 3 protein 
mRNA, complete cds 


EST, Highly similar to fructose-1 ,6- 
bisphosphatase [R.norvegicus] 


ESTs, Weakly similar to RS9 RAT 40S 
RIBOSOMAL PROTEIN S9 [R.norvegicus] 


Esterase 2 J 


ESTs 


Ca++/calmodulin-dependent protein 
kinase II, delta subunit 


Solute carrier 16 (monocarboxylic acid 
transporter), member 1 


Rat mRNA for endothelin-converting j 
enzyme, complete cds ] 


Glutathione-S-transferase, alpha type (Ya) 




aminolevulinic acid synthase 1 


olfactory receptor 41 I 


ESTs | 


ferritin light chain 1 


| ESTS | 


ESTs, Highly similar to SPS2 MOUSE 
SELENIDE.WATER DIKINASE 2 
[M.musculus] 


ESTs, Highly similar to hepatitis delta 
antigen interacting protein A [H.sapiens] 


| ESTs j 


| ESTs 


Known Gene Name 








Esterase 2 


Ca++/calmodulin-dependent protein 
kinase II, delta subunit 


Solute carrier 16 (monocarboxylic acid 
transporter), member 1 




Glutathione-S-transferase, alpha type 
(Ya) 


aminolevulinic acid synthase 1 


olfactory receptor 41 




ferritin light chain 1 


HMm:selenophosphate synthetase 2 




Pathway Name 


















Glutathione metabolism 




Glycine, serine and threonine 
metabolism 










Selenoamino acid metabolism 








Model Code 


General 














> 


o 








General 














GenBank 
Acc 


AF020618 


AJ005046 


AA799369 


M20629 


AA800202 


AA894330 


A1 145680 


AA956930 


X78848 


M34331 


AI011734 


AF091570 


AI236152 


AI231807 


AA8 19633 


AA799700 


AA924557 


AA899304 


AI013890 


D 
or 
* 

CO 


§ 


1910 




2155 






1343 


i 


2490 


2185 


CT> 


CO 


1856 


1730 










1001 


GLGC ID 1 


11483 


4950 


18299 


14881 


21656 


2736 


oc 

1 


21708 


s 

i 


26030 


21040 


20236 


14594 


8211 


6171 


2040 


15577 


4196 


21074 
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Unigene Cluster Title 




ESTs | 


ESTs 


EST | 


ESTs I 


ESTs | 


ESTs.ESTs, Highly similar to HS9B RAT 
HEAT SHOCK PROTEIN HSP 90-BETA 
[R.norvegicus] 


FXYD domain-containing ion transport 
regulator 1 


ESTs I 


ESTs J 


Fumarate hydratase | 


Branched chain alpha-ketoacid 
dehydrogenase subunit E1 alpha 


ESTs, Highly similar to complement 
component C2 [M.musculus] 


ESTs, Highly similar to phosphoprotein 
[M.musculus] 


ESTs, Highly similar to 60S ACIDIC 
RIBOSOMAL PROTEIN P1 [R.norvegicus] 


ESTs i 


ESTs, Highly similar to CSK RAT 
TYROSINE-PROTEIN KINASE CSK 
[R.norvegicus] 


ESTs 


ESTS 


R.norvegicus mRNA for RT1 .Mb 


Rat clathrin light chain (LCB2) mRNA, 
complete cds.Rat clathrin light chain 
(LCB3) mRNA, complete cds 


ESTs, Weakly similar to MXI1 RAT MAX I 
INTERACTING PROTEIN 1 
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Known Gene Name 
















FXYD domain-containing ion transport 
regulator 1 






Fumarate hydratase 


Branched chain alpha-ketoacid 
dehydrogenase subunit E1 alpha 






















a 
E 
re 
z 
>, 

re 
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Citrate cycle (TCA cycle),Reductive 
carboxylate cycle (C02 fixation) 


Valine, leucine and isoleucine 
degradation 






















Model Code j 


b.General 


General 


d, General 


E 


5 






General 














8 




pp'b'd 


n'B'p 


-Q 


=> 






GenBank 
Acc 


AI009950 


AI229655 


AI229467 


AA998422 


AA848776 


AA799981 


AI008074 


AA799645 


AA943020 


AI010354 


J04473 


J02827 


AI072392 


AA900688 
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Unigene Cluster Title 


Insulin-like growth factor binding protein 2 


Guanidinoacetate methyltransferase 


Rattus norvegicus mRNA for 
phosphodiesterase I 


R.norvegicus mRNA for Via arginine 
vasopressin receptor 


Lysosomal associated membrane protein 
1 (120 kDa) 


ESTs I 


ESTs ! 


1 


ESTs, Weakly similar to KCCD RA l 
CALCIUM/CALMODULIN-DEPENDENT 
PROTEIN KINASE TYPE II DELTA 
CHAIN [R.norvegicus] 


ESTs 


ESTs | 


Acyl CoA synthetase, long chain l 


Fucosidase, alpha-L-1 , tissue j 


Rattus norvegicus mRNA for signal 
peptidase 21 kDa subunit, complete cds 


polypyrimidine tract binding protein 


ESTs | 


Rattus norvegicus Sprague-Dawley 
fibrinogen B beta chain mRNA, complete 
cds 


ESTs 


ESTs | 


Known Gene Name 


Insulin-like growth factor binding protein 
2 


Guanidinoacetate methyltransferase 
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! 
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Lysosomal associated membrane 
protein 1 (120 kDa) 














Acyl CoA synthetase, long chain 


Fucosidase, alpha-L-1, tissue 




polypyrimidine tract binding protein 










Pathway Name 




Arginine and proline 
metabolism.Glycine, serine and 
threonine metabolism.Urea cycle and 
metabolism of amino groups 
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Glycoprotein degradation 
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Unigene Cluster Title 


'Rattus norvegicus mRNA for Acyl-CoA 
synthetase, complete cds 






Rattus norvegicus ribosomal protein S13 
(RPS13)mRNA, 3' end 


ESTs, Weakly similar to nuclear RNA j 
helicase [R.norveqicusl 


ESTs, Weakly similar to Chp 
[R.norveqicusl 


Rat Kupffer cell receptor mRNA, complete 
cds 


ESTs, Weakly similar to retinoblastoma 
bindinq protein [R.norveaicusl i 


ESTs, Moderately similar to KIAA0822 
protein [H. sapiens! 


acyl-CoA hydrolase I 


ESTs 


ESTs 


ESTs 


ESTs, Weakly similar to T23206 
hypothetical protein K01H12.1 - 
Caenorhabditis eleqans fC.eleqansl 


ESTs 


Inhibitor of DNA binding 2, dominant 
negative helix-loop-helix protein 


ESTs I 


ESTs 


R.norvegicus mRNA for vacuolar 
adenosine triphosphatase subunit B 


Rattus norvegicus glutathione reductase 
mRNA, comolete cds 


ESTs ! 


ESTs I 


ESTs 




Known Gene Name 


HHs:fatty-acid-Coenzyme A ligase, long- 
chain 4 




Protein kinase, cAMP-dependent, 
catalytic, alpha 














acyl-CoA hydrolase 












nhibitor of DNA binding 2, dominant 
negative helix-loop-helix protein 
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Unigene Cluster Title 


Rattus norvegicus putative G-protein 
coupled receptor RA1c mRNA, complete 
cds 


Tumor necrosis factor receptor j 


ESTs, Moderately similar to DAP 12 
[M.musculus] 




ESTs | 


ESTs, Moderately similar to KIAA0966 
protein [H.sapiens] 


ESTs I 


ESTs, Highly similar to PSD8_HUMAN 
26S PROTEASOME REGULATORY 
SUBUNITS14 [H.sapiens] 


ESTs, Weakly similar to T19073 
hypothetical protein C08B1 1 .9 - 
Caenorhabditis elegans [C.elegans] 


Rattus norvegicus glycine transporter 
mRNA, complete cds | 


Protein tyrosine phosphatase, receptor 
type, D 


Rat senescence marker protein 2A gene, 
exons 1 and 2 


Rattus norvegicus UDP- 
glucuronosyltransferase UGT1A7 mRNA, 
complete cds 


ESTs, Highly similar to sid478p 
[M.musculus] 


ESTs I 


ESTs 


ribosomal protein L14 I 


ESTs | 


ESTs, Highly similar to T46259 
hypothetical protein DKFZp761E0323.1 
[H.sapiens] 


Known Gene Name 




Tumor necrosis factor receptor 


















Protein tyrosine phosphatase, receptor 
type, D 


Rat senescence marker protein 2A 
gene, exons 1 and 2 










ribosomal protein L1 4 
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Androgen and estrogen metabolism 
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Unigene Cluster Title 


Rattus norvegicus mRNA for NAD+- 
specific isocitrate dehydrogenase a- 
subunit, complete cds 


ESTs 


ESTs, Weakly similar to P24 RAT COP- 
COATED VESICLE MEMBRANE 
PROTEIN P24 PRECURSOR 
[R.norvegicus] 


EST j 


ESTs 


ESTs, Moderately similar to 
NADC_HUMAN NICOTINATE- 
NUCLEOTIDE PYROPHOSPHORYLASE 
[H.sapiens] 


ESTs ! 


Organic cation transporter j 


ESTs I 


ESTs, Highly similar to CST1_HUMAN 
CLEAVAGE STIMULATION FACTOR, 50 
KD SUBUNIT [H.sapiens] 


Cytochrome P450, subfamily IIC 
(mephenytoin 4-hydroxylase) 


Rattus norvegicus pyruvate 
dehydrogenase kinase isoenzyme 4 
(PDK4) mRNA, complete cds 


solute carrier family 27 (fatty acid 
transporter), member 2 


cytochrome P450, 2c39 


ribosome associated membrane protein 4 


Rat mRNA for HBP23 (heme-binding 
protein 23 kDa), complete cds 


ESTs, Weakly similar to T33238 
hypothetical protein T10H9.3 - 
Caenorhabditis elegans [C.elegans] 


Known Gene Name 
















Organic cation transporter 






Cytochrome P450, subfamily IIC 
(mephenytoin 4-hydroxylase) 


pyruvate dehydrogenase kinase, 
isoenzyme 4 


solute carrier family 27 (fatty acid 
transporter), member 2 


cytochrome P450, 2c39 


ribosome associated membrane protein 
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Fatty acid metabolism.Tryptophan 
metabolism 






Fatty acid metabolism.Tryptophan 
metabolism 
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Unigene Cluster Title 


Glutathione-S-transferase, alpha type (Ya) 


ESTs, Moderately similar to DNA-REPAIR 
PROTEIN COMPLEMENTING XP-C 
CELLS HOMOLOG [M.musculus] 


ESTs I 


R.norvegicus mRNAfor protein synthesis 
initiation factor elF-2B delta subunit 


ESTs, Weakly similar to HS9B RAT HEAT 
SHOCK PROTEIN HSP 90-BETA 
[R.norvegicus] 


ESTs, Moderately similar to AM2 receptor 
[M.musculus] 


cortactin isoform B j 


translocase of inner mitochondrial 
membrane 8 (yeast) homolog A 


Rat mRNA for pituitary pyruvate kinase I 


ESTs ; 


ESTs, Weakly similar to A24264 proline- 
rich protein MP2 - mouse [M.musculus] 


ESTs j 


ESTs, Weakly similar to p68 RNA helicase 
[R.norvegicus] 


Rattus norvegicus mRNA for signal 
peptidase 21kDa subunit, complete cds 


RAB12, member RAS oncogene family I 


ESTs | 


ESTs.ESTs, Highly similar to HS9B RAT 
HEAT SHOCK PROTEIN HSP 90-BETA 
[R.norvegicus] 


S-adenosylhomocysteine hydrolase 


alpha 2 HS-glycoprotein alpha 2 (fetuin) | 


ESTs | 


ESTs, Weakly similar to coding sequence 
of pol [R.norvegicus] 


Known Gene Name 


Glutathione-S-transferase, alpha type 
(Ya) 












cortactin isoform B 


translocase of inner mitochondrial 
membrane 8 (yeast) homolog A 


pyruvate kinase 3 












RAB12, member RAS oncogene family 






S-adenosylhomocysteine hydrolase 


alpha 2 HS-glycoprotein alpha 2 (fetuin) 






Pathway Name 


Glutathione metabolism 


































Methionine metabolism.Selenoamino 
acid metabolism 
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Unigene Cluster Title | 


Rattus norvegicus MHC class Ib RT1.S3 
(RT1 .S3) mRNA, partial cds 


polypyrimidine tract binding protein I 


Rattus norvegicus protein arginine N- 
methyltransferase 3 (PRMT3) mRNA, 
complete cds 


Cytochrome P450, subfamily IIIA, 
polypeptide 3, Rattus norvegicus Sprague 
Dawley testosterone 6-beta-hydroxylase, 
cytochrome P450/6-beta-A, (CYP3A2) 
mRNA, complete cds 


Heat shock protein 70-1 I 


transketolase I 


ESTs, Weakly similar to 100K RAT 100 
KD PROTEIN [R.norvegicus] 


ESTs, Weakly similar to T28050 
hypothetical protein ZK856.11 - 
Caenorhabditis elegans [C.elegans] 


EST ! 


ESTs, Highly similar to S53583 splicing 
factor SF3a60 [H.sapiens] 


related to Drosophila groucho gene J 


ESTs, Moderately similar to PTD01 2 
[H.sapiens] I 


ESTs, Highly similar to HIV-Nef 
associated acyl CoA thioesterase 
[H.sapiens] 


ESTs ] 


ESTs, Highly similar to HIGH MOBILITY 
GROUP PROTEIN HMG-Y [M.musculus] 


Platelet-derived growth factor receptor 
alpha 


Selenoprotein W muscle 1 j 


ESTs | 


ESTs ! 




Known Gene Name 




polypyrimidine tract binding protein 


protein arginine N-methyltransferase 
3(hnRNP methyltransferase S. 
cerevisiae)-like 3 


Cytochrome P450, subfamily IIIA, 
polypeptide 3 


Heat shock protein 70-1 


transketolase 










related to Drosophila groucho gene 










Platelet-derived growth factor receptor 
alpha 


Selenoprotein W muscle 1 
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Carbon fixation, Pentose phosphate 
cycle 
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Cytochrome P450, subfamily 1 (aromatic 
compound-inducible), member A2 (Q42, 
form d) 


translin-associated factor X i 


peroxisomal biogenesis factor 3 | 


iron-responsive element-binding protein 


ESTs, Weakly similar to GLUTATHIONE S 
TRANSFERASE P [R.norvegicus] [ 


ESTs, Weakly similar to A607 16 
somatotropin intron-related protein 
RDE.25 - rat [R.norvegicus] 


ESTs, Highly similar to TYROSINE- 
PROTEIN KINASE FLK [R.norvegicus] 


ESTs | 


Glucagon receptor | 


ESTs, Weakly similar to alkaline 
phosphodiesterase [R.norvegicus] 


ESTs I 


ESTs, Weakly similar to T29201 
hypothetical protein T03F1.1 - 
Caenorhabditis elegans [C.elegans] 


ESTs j 


ESTs, Moderately similar to putative Rab5 
interacting protein {clone L1-57 
[H.sapiens] 


EST [ 


ESTs, Weakly similar to similar to yeast 
SSU72 [H.sapiens] 


Rat Fc-gamma receptor mRNA, complete 
cds 


R.norvegicus mRNA for RT1 .Ma 
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Unigene Cluster Title 


7-dehydrocholesterol reductase | 


ESTs | 


Cytochrom P450 Lanosterol 14 alpha- 
demethylase 


vascular endothelial growth factor | 


ESTs | 


EST | 


solute carrier family 19 (sodium/hydrogen 
exchanger), member 1 


R.norvegicus phosphoglycerate mutase B 
isozyme (PGAM) mRNA, complete cds 


evectin-1 | 


ESTs | 


pleiotropic regulator 1 | 


Glutathione-S-transferase, mu type 2 
(Yb2) 


ESTs I 


ESTs | 


fatty acid amide hydrolase | 


EST, Highly similar to A42772 mdm2 
protein - rat [R.norvegicus] 


ESTs I 


Intercellular adhesion molecule 1 j 


EST.EST, Moderately similar to FBRL 
MOUSE FIBRILLARIN 
[M.musculus], ESTs, Highly similar to 
FBRL MOUSE FIBRILLARIN 
[M.musculus] 


ESTs 


Rattus norvegicus mRNA for 2,4-dienoyl- 
CoA reductase precursor, complete cds | 




Known Gene Name 


7-dehydrocholesterol reductase 




Cytochrom P450 Lanosterol 14alpha- 
demethylase 


vascular endothelial growth factor 






solute carrier family 19 
(sodium/hydrogen exchanger), member 
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HHs:phosphoglycerate mutase 1 (brain) 


evectin-1 




pleiotropic regulator 1 j 


Glutathione-S-transferase, mu type 2 
(Yb2) 






fatty acid amide hydrolase 






Intercellular adhesion molecule 1 
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Document NumDor i /4uyDo.n 
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Compound 
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Acyclovir 


b 


Acyclovir 


c 


AN IT 


d 


Acetaminophen 


e 


Acetaminophen 


f 


AY-25329 


g 


AY-25329 


h 


Bicalutamide 


i 


Carbon Tetrachloride 




Carbon Tetrachloride 


k 


Clofibrate 
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Cyproterone Acetate 
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Diclofenac 
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Diclofenac 
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Diflunisal 
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Dioxin 
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98 


16538 


AA799449 


10; 8 


51 


23 


94 


8864 


Al 07031 9 


239i 42 


52 


74 


97 


563 


Z50051 


2358 334 


953 


443 


97 


23260 


Al 16961 7 


-50 11 


25 


42 


97 


21013 


J02810 


2169 


464 


1859 


1482 


96 


18356 


R47042 


115 


20 


56 


25 


96 


3918 


AA801333 


27 


11 


1 


14 


95 


9214 


AA925116 


410 


64 


232 


86 


94 


7782 


AI234515 


383 


79 


162 


49 


98 


19392 


X02918 


2263 


176 


1035 


520 


96 


4017 


AA8 18287 


28 


5 


75 


33 


93 


21657 


X61381 


1279 


511 


546 


196 


97 


3882 


AI010191 


1119 


115 


659! 194 


96 


18417 


AI230166 


-165 


84 


90! 129 


94 


24091 


AA957612 


118 


16 


47: 26 


96 


20716 


M94548 


1538 


187 


1183! 663 


94 


25091 


X65190 


149 


22 


88: 29 


94 


22187 


AA943229 


1896 


340 


859 


391 


96 


15711 


AF077354 


0 


8 


44 


26 


95 


9422 


Al 072888 


113 


22 


54 


17 


97 


9591 


Al 178769 


-64 


44 


79 


87 


93 


21204 


AF095927 


26 


6 


74 


30 


95 


23709 


AI112173 


279 


72 


158 


144 


94 


16458 


AA944956 


1411 


180 


843 


237 


94 


20236 


AF091570 


224 


32 


143 


37 


94 


6532 


AI234105 


195 


16 


137 


41 


94 


12092 


AA848618 


116 


19 


49 


30 


95 


7684 


AI030242 


643 


110 


338 


142 


93 


2047 


AA963366 


247 


18 


151 


71 


93 


671 


U04808 


5 


4 


26 


19 


93 


9162 


AI072392 


353 


68 


183 


61 


95 


22978 


AA859931 


58 


12 


123 


37 


95 


11066 


AI071602 


452 


68 


286 


79 


94 


1854 


K02814 


5990 


1068 


1322 


953 


99 


24825 


X02741 


1477 


213 


630 


288 


96 


25679 


X15013 


1272 


80 


636 


245 


98 


18770 


AI233362 


469 


17 


375 


91 


94 


19560 


AI030921 


617 


63 


300 


102 


98 


11097 


AI071749 


193 


24 


107 


42 


95 


15965 


AA866404 


-16 


14 


31 


25 


94 


24437 IM22357 


133 


10 


70 


23 


99 



TABLE 3A: ACYCLOVIR Document Number 1740956.1 



Timepoints (hrs): 24, 168 





GenBank 


Group 


Group 


NonGroup 


NonGroup 


Discriminant 


GLGC ID 


Acc 


Mean 


SD 


Mean 


en 


Score 


23933|AI236376 


190 


21 


128 


39 


93 


15419|AI010476 


822 


97 


529 


163 


93 


6873 IAI01 0055 


36 


51 


37 


24 


94 






71 


22 


23 


20 


94 


20Q71 




37 


6 


71 


21 


93 


o~ — 

21010 


A A QOCOAC 

AAy^ooUD 


928 


81 


624 


288 


94 




AA955587 


-151 


67 


41 


81 


94 


23826 


1 IOQ4 on 

UooloU 


205 


26 


140 


27 


95 


9349 


AI012143 


227 


39 


426 


126 


93 


1850 


K02814 


7440 


1201 


1601 


1106 


99 


4592 


J02646 


97 


6 


149 


39 


94 


16304 


AB008424 


1395 


143 


1074 


555 


94 


rri 9 


AI073023 


109 


26 


39 


38 


96 


15141 


Uyu2bb 


83 


5 


141 


39 


96 


575 


X1 5734 


1410 


308 


666 


275 


95 


1 1467 


AA901069 


277 


30 


131 


53 


97 


24654 


AA8 19333 


128 


24 


54 


25 


96 


1371 


U27319 


170 


36 


47 


43 


97 


1818 


Y11283 


4293 


562 


1501 


1043 


96 




AI059342 


64 


21 


0 


22 


97 


9795 


AI071989 


83 


8 


32 


26 


96 


12577 


AM 11344 


1084 


451 


152 


142 


98 


228 


U20194 


665 


75 


398 


111 


94 


21822 


AI228642 


221 


22 


344 


91 


94 


24801 


M35270 


568 


78 


368 


126 


95 


3431 


Al 176595 


1349 


106 


739 


288 


95 


16420 


AA800191 


652 


65 


436 


106 


93 


23775 


AA956483 


269 


44 


118 


48 


96 


21015 


X04229 


2415 


285 


2058 


1470 


98 


6329 


AA819259 


6595 


350 


4869 


2920 


94 


16610 


D28557 


38 


13 


141 


57 


96 


19617 


AI043664 


123 


17 


57 


32 


96 


13575 


AA892557 


47 


13 


119 


43 


93 
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TABLE 3B: ACYCLOVIR Document Number 1740956.1 

Timepoints (hrs): 6 



GLGC 
ID 


GenBank 
Acc 


Group 
Mean 


Group 
SD 


1 lUI 1 \J IUU|J 

Mean 


SD 


PI i cr r* ri m in^nf 
L/lbUI lllllllctlll 

Score 


2515 


D 1751 2 


1144 


3 


483 


168 


100 


20233 


X59290 


27 


0 


-32 


27 


100 


5616 


L00191 


2570 


93 


898 


431 


100 


13332 


AA893080 


55 


3 


210 


70 


100 


3292 


D00753 


9836 


699 


1665 


1260 


100 


14425 


Al 177755 


4152 


152 


427 


370 


100 


20698 


X86561 


3759 


477 


659 


319 


100 


15190 


AM 02562 


8433 


274 


1311 


1491 


100 


2010 


U05675 


8061 


658 


1897 


1486 


100 


4199 


M83143 


1568 


104 


660 


228 


100 


20701 


AA875097 


2765 


300 


633 


258 


100 


19011 


AI102618 


636 


16 


276 


83 


100 


4066 


AI013782 


703 


15 


292 


117 


100 


21975 


AM 72247 


557 


37 


235 


60 


100 


11504 


AI171652 


292 


6 


719 


237 


100 


19057 


AI235094 


167 


9 


41 


34 


100 


1850 


K02814 


8072 


747 


1620 


1152 


100 


5110 


AA925274 


654 


12 


282 


100 


100 


23424 


AM 80068 


2447 


191 


1204 


244 


100 


11904 


D85183 


262 


24 


69 


48 


100 


22866 


AI233754 


723 


41 


322 


91 


100 


6957 


AI010707 ! 84 


0 


45 


33 


99 


412 


V01216 


3290 


187 


1079 


706 


99 


21353 


AA850247 


591 


16 


1380 


349 


99 


1854 


K02814 


7031 


854 


1336 


979 


99 


7047 


AI171172 


-161 


45 


38 


108 


99 


14676 


AI234615 


189 


6 


85 


32 


99 


6352 


AA997600 


232 


62 


-14 


27 


99 


6171 


AA8 19633 


-26 


8 


192 


128 


99 


4892 


Al 044292 


517 


66 


115 


252 


99 


17340 


AI007803 


4083 


378 


1076 


424 


99 


14459 


Al 137930 


12046 


1339 


4349 


2071 


99 


12845 


AM 70497 


-33 


7 


60 


38 


99 


26133 


AI009950 


1021 | 158 


163 


124 


99 


402 


AA945143 


2684 


204 


861 


434' 99 


9795 


AI071989 


124 


10 


32 


26 


99 


18795 


U95001 


1052 


44 


415 


135 


99 


19411 


AA893667 


121 


6 


43 


24 


99 


25317 


J00735 


3169 


371 


1022! 561 


99 


5622 


X05834 


2804 


276 


1100! 486 


99 


4833 


AI009178 


79 


8 


19! 21 


99 


14324 


AA850402 


190 


43 


19 


22 


99 


7053 


AI011467 


-131 


57 


74 


36 


99 


15961 


AI012130 


181 


12 


42 


38 


99 


15703 
8522 


AB009372 


258 


16 


132 


40 


99 


AI060071 


439 


28 


130 


72 


99 


1114 


AI029917 


1557 


211 514 


182 


99 


1561 


Z50052 


1597 


1761 652 


242 


99 


24211 


AM 11853 


123 


5 


296 


111 


99 


16561 


Al 137862 


376 


28 


206 


46 


99 
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TABLE 3B: ACYCLOVIR Document Number 1740956.1 



Timepoints (hrs): 6 



GLGC 


GenBank 




Group 


NonGroup 


NonGroup 


L/IOl*l 11 1 111 let! 1 L 


ID 


Acc 


Mean 


SD 


Mean 


SD 


Score 


22513 


M23566 


2025 


10161 -62 


601 


99 


10988 


AA819640 


103 


8j_ 23 


42 


99 


23387 


AA945952 


207 


30 


30 


37 


99 


21933 


Al 029057 


10857 


531 


5094 


1865 


99 


1818 


Y11283 


4538 


294 


1510 


1053 


99 


12734 


AI011208 


194 


15 


83 


33 


99 


22018 


Al 008309 


462 


83 


144 


63 


99 


3589 


AA998590 


140 


27 


24 


23 


99 


169 


AI045171 


238 


33 


70 


31 


99 


4998 


AA924683 


49 


11 


-10 


18 


99 


19769 


AH 02570 


1925 


204 


764 


265 


99 


21980 


AA893454 


1043 


153 


403 


111 


99 


6057 


AM 72102 


473 


102 


101 


82 


99 


15191 


AH 76456 


7523 


1193 


835 


957 


99 


21740 


AH 76810 


2273 


287 


734 


283 


99 


26368 


H34047 


116 


1 


152 


87 


99 


5579 


Al 176863 


389 


65 


131 


41 


99 


20524 


AI045201 


224 


59 


17 


35 


99 


15189 


M11794 


9904 


1521 


1143 


1306 


99 


20088 


AA892666 


87 


4 


163 


35 


99 


24012 


AA957335 


1633 


214 


373 


315 


99 


24200 


AI012356 


1653 


218 


380 


222 


99 


8053 


AH 75033 


128; 1 


166 


95 


99 


11424 


AI010936 


247 


20 


98 


62 


99 


4198 


M83143 


1635 


122 


772 


252 


99 


21917 


AA891220 


479 


139 


78 


47 


99 


25052 


L22190 


192 


54 




117 


99 


1809 


AA946503 


311 


125 


63 


434 


99 


17844 


AA955927 


440 


31 


152 


76 


99 


640 


S82229 


73 


4 


-11 


40 


99 


2310 


AI029969 


731 


232 


78 


86 


99 


3773 


AA998356 


344 


43 


57 


46 


99 


23368 


AA800678 


20 


3 


85 


37 


99 


3095 AA997077 


-49 


14 


119 


57 


99 


7122 AH 37468 


1044 


130 


416 


118 


99 


13932 AI230988 


-202 


36 


69 


53 


99 


5675 


AI045026 


220 


7 


111 


44 


99 


2532 


AH 76590 


-71 


20 


112 


83 


99 


6544 


AH 02064 


-139 


12 


61 


112 


99 
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TABLE 3C: .AMU. . . Document Number 1740956.1 



Timepoints (hrs): 24, 48 



GLGC 


GenBank 


Group 


Group 


NonGroup 


MAnl^ rr\ 1 1 rv 

r>i<ji 1 vji v>u|j 


L/lbl>l lllllllotll 


ID 


Acc 


Mean 


SD 


Mean 


SD 


Score 


25743 


X80130 


145 


20 


"'. 


28 


96 


7918 


AM 79750 


150 


46 


59 


28 


96 


20299 


D 14564 


249 


38! 572 


222 


96 


25137 


AB005540 


50 


9: 17 


13 


96 


6017 


AF037072 


78 


29 


613 


452 


96 


8344 


AI05951 1 


1138 


194 


468 


269 


96 


10886 


S49003 


357 


37 


734 


301 


96 


17540 


AA955914 


1192 


180 


588 


232 


96 


22667 


AA945069 


75 


20 


6 


36 


96 


18902 


AA875390 


295 


37 


185 


46 


96 


3254 


D 10756 


336 


27 


222 


56 


96 


22927 


AA859920 


94 


21 


37 


22 


95 


9191 


AI072107 


204 


68 


711 


277 95 


9032 


Al 179950 


907 


91 


603 


146 


95 


15029 


AM 70696 


619 


223 


1648 


491 


95 


3665 


AI009376 


356 


83 


172 


71 


95 


9866 


AJ005424 


47 


12: -1 


27 


94 


13645 


AI232694 


295 


83| 165 


53 


94 


18315 


AF072411 


134 


35 


55 


37 


94 


2799 


AI013778 


107 


26; 465 


226 


94 


15042 


Al 179422 


310 


137 


31 


67 


94 


1291 


AB000491 


207 


32! 129 


34 


94 


22849 


D 10754 


300 


27! 202 


52 


94 


24582 


X16554 


77 


21 


31 


20 


94 


14353 


AA859585 


89 


20 


46 


22 


94 


18393 


AI230632 


183 


30 


113 


34 


94 


4330 


AA818747 


827 


229 


1634 


439 


93 


7697 


Al 176942 


202 


67 


469 


138 


93 


21471 


AA851343 


27 


47 


-59 54 


93 


9754 


AM 121 94 


25 


24 


222: 130 


93 


17049 


AM 7241 7 


187 


39 


339 


91 


93 


4242 


AA893325 


171 


58 


427 


161 


93 


8490 


AI059962 


102 


25 


248! 99 


93 


16883 


AA997345 


1259 


184 


2012 


506 


93 


16205 


X06423 


777 


53 


771 | 268 


93 


24577 


X55153 


625 


46 


667 


263 


93 


3265 


AA997784 


93 


24 


196| 74 


93 


11422 


AA799812 


27 


6 


11| 11 


93 


9583 


AI071185 


506 


265 


50 


61 


93 


22929 


AI071578 


59 


145 


1346| 799 


93 


1246 


M57507 


40 


14 


88 27 


93 


22582 


AA945442 


184 


33 


375 i 134 


93 


1409 


AI012802 


203 


33 


348 


91 


92 


15469 


AJ006340 


144 


19 


89! 31 


92 


2505 


M 16235 


315 


51 


584 206 


92 


1903 


Al 177377 


60 


23 


146: 51 


92 


22387 


AI230753 


535 


81 


902; 244 


92 


347 


U01914 


72 


14 


33! 20 


92 


20123 


AI072214 


153 


46 


313 


109 


92 


12551 


AI230056 


123 


37 


239 


79 


92 
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TABLE 3C: ANIT Document Number 1740956,1 


cyjKj 

GLGC 
ID 


GenBank 
Acc 


Group 
Mean 


Group 
SD 


NonGroup 
Mean 


NonGroup 
SD 


Discriminant 
Score 




7516 


AI072183 


58 


24 


27| 118 


92 


10544 


D6341 1 


232 


26 


164 


53 


92 


14492 


AI030091 


325 


52 


215 


89 


92 


20848 


X54617 


405 


97 


222 


57 


92 


5936 


AA964214 


56 


13 


18 


24 


92 


62 E06822 


76 


11 


124 


31 


92 


9135 


D45247 563 


32 


558 


160 


92 


7403 


AI029212 


796 


189 


1509 


478 


92 


8984 


L 10652 


238 


29 


166 


44 


92 


4486 


AA892298 


51 


10 


21 


16 


92 


16984 


AI013161 


769 


84 


465 


207 


92 


5046 


AI237855 


247| 81 


77 


43 


92 


21683 


M65149 


77 


20 


16 


27 


92 


11635 


AA859645 


175 


21 


259 


62 


92 


851 


U72497 


245 


26 


370 


86 


92 


573 


Al 232087 


344 


58 


678 


284 


92 


9498 


AI073164 


79 


14 


44 


19 


92 


17837 


AA893641 


78 


13 


46 


18 


92 


17591 


AH 71 354 


252 


70 


124 


46 


91 


6554 


AF097723 


309 


34 


489 


143| 91 


17664 


Al 234496 


706 


197 


263 


149! 91 


9016 


AI070903 


1304 


338 | 2773 


995 


91 


20169 


X03347 


61 


33 9 


33 


91 


18239 


Al 179942 


159 


67 


31 


30 


91 


17524 


AI010568 


1543 


351 


2716 


734 


91 


15301 


M60921 


140 


30 


12 


58 


91 


10015 


AF083269 


226 


43 


137 


41 


91 


4527 


AA892774 


75 


15 


43 


18 


91 


3404 


D30740 


204 


35 


125 


30 


91 


12933 


AA963682 


34 


17 


-4 


23 


91 


23521 


AA848407 i 562 


183 


169 


115 


91 


11416 


AM 721 85 


163 


21 


110 


38 


91 


2161 


AM 76592 


1203 


479 


371 


278 


91 


2013 


AA892390 


95 


27 


32 


27 


91 


12677 


Al 007889 


21 


11 


-4 


17 


91 


4444 


AM 00882 


144 


74 


608 


320 


91 


650 


X55286 


153 50 


45 


36 


91 


21066 


D10587 


116 


13 


68 


21 


91 


22566 


Al 1771 22 


137 


54 


45 


32 


91 


12542 


AA997499 


189 


43 


395 


153 


91 


16700 


A1008838 


54 


22 


176 


100 


91 


1475 


L16764 


193 


80 


53 


110 


91 


25480 


S46785 


227 


102 


497 


178 


91 


14171 


AM 78073 


139 


55 


57 


30 


91 
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TABLE 3D: ACETAMINOPHEN 




Document Number 1740956.1 


Timepoints (hrs): 24 


GLGC 


GenBank 


Group 




NonGroup 


NonGroup 


Discriminant 


ID 


Acc 


Mean 


Group SD 


Mean 


SD 


Score 


16756 


AA818089 


464 


42 


257 


113 


98 


588 


X69834 


253 


49 


727 


329 


98 


32 


L27651 


124 


25 


270 


81 


98 


10886 


S49003 


232 


50 


736 


299 


99 


12365 


A11 80013 


328 


33 


613 


161 


98 


2150 


D90404 


289 


34 


595 


187; 98 


20983 


AI044900 


273 


46 


754 


332! 98 


229 


U20194 


238 


37 


548 


178 


98 


8898 


Al 103957 


233 


25 


612 


210 


100 


8899 


A11 03957 


233 


40 


667 


232 


99 


12312 


AA893453 


246 


50 


732 


287 


98 


405 


X70223 


258 


48 


708 


239 


99 


17066 


D89070 


76 


20 


15 


25 


98 


16311 


AA943735 


1375 


532 


191 


138 


99 


16217 


U75928 


166 


18 


376 


97 


99 


10503 


D21215 


243 


26 


468 


110 


98 


6554 


AF097723 


209 


38 


490 


142 


97 


811 


D63704 


245 


18 


534 


161 


99 


4242 


AA893325 


98 


31 


428 


160 


99 


25204 


AF080507 


151 


29 


423 


122 


99 


3062 


AA998857 


1290 


298 


3326 


938 


98 


24458 


AB003515 


289 


26 


489 


109 


97 


24234 


U 63923 


414 


119 


130 


52 


99 


18095 


Al 177482 


1807 


208 


869 


191 


99 


16993 


AA799560 


264 


39 


814 


375 


98 


228 


U20194 


183 


22 


401 


112 


98 


14509 


AA955871 


1298 


285 


4936 


2339 


97 


21078 


J02791 


283 


23 


539 


148 


98 


17469 


AA892549 


146 


19 


334 


77 


99 


16426 


X70369 


160 


18 


347 


98 


98 


6911 


D85035 


87 


26 


220 


51 


98 


21052 


M15481 


68 


27 


269 


90 


98 


11966 


AA891800 


130 


17 


256 


58 


98 


6237 


AA819288 


188 


80 


643 


205 


98 


6108 


AA891873 


197 


31 


110 


31 


98 


17849 


AA900460 


2016 


463 


970 


259 


97 


9254 


AA892470 


94 


5 


175 


36 


99 


15465 


AI236280 


235 


54 


682 


174 


99 


20705 


E01184 


170 


38 


863 


1122 


98 


7872 


M86912 


115 


22 


259 


55 


98 


17897 


AA893905 


141 


21 


384 


132 


98 


3803 


Al 170773 


1384 


107 


868 


193 


98 


19254 


AF014009 


335 


65 


148 


39 


99 


3256 


Al 169479 


2232 


469 


1017 


240 


99 


6945 


AI229467 


47 


15 


146 


34 


99 


16883 


AA997345 


704 


181 


2017 


495 


99 


812 


D63704 


182 


16 


375 


113 


98 


13684 


AA818770 


1109 


202 1 527 


143 


98 


16427 


M21354 


88i 9 


209 


56 


98 


20601 


X52625 


147 


27 


725 j 394 


98 



176 



TABLE 3D: ACETAMINOPHEN 




=.;.;.} Document Nu:rafeer:J.74Q9S6:A 


Timepoints (hrs): 24 'M ' ik : :v^: :^ 


GLGC 


GenBsnk 






NonGroup 


NonGroup 


Discriminant 


ID 


Acc 


Mean 


Group SD 


Mean 


SD 


Score 


9S42 


U 94856 


449 


35 


I 1 76 


635 


98 


6132 


AA819055 


216 


58 


547 


125 


98 


6107 


D13122 


224 


46 


94 


38 


98 


9212 


AI071098 


1855 


430 


822 


234 


98 


8283 


AI059290 


372 


141 


99 


50 


98 


6016 


AA818163 


598 


185 


2266 


777 


98 


18036 


U40004 


69 


28 


248 


72 


98 


22370 


AA944158 


63 


18 


248 


110 


98 


17092 


AA893189 


200 


33 


86 


33 


98 


24368 


AM 80392 


360 


49 


170 


71 


97 


2838 


AI07051 1 


154 


31 


36 


41 


97 


3131 


AA893032 


122 


12 


371 


131 


98 


1478 


U32314 


165 


23 


362 


89 


98 


7384 


AI029143 


144 


74 


661 


247 


98 


22183 


AA943217 


3965 


376 


1948 


497 


99 


4383 


Al 177056 


27 


4 


82 


33 


98 


15542 


AH 03095 


785 


110 


397 


106 


98 


6824 


AA819709 


1416 


370 


396 


186 


98 


15374 


H34186 


253 


25 


136 


38 


98 


3822 


AA900863 


2637 


354 


1223 


359 


98 


6743 


AI231219 


526 


79 


1119 


265 


97 


9032 


Al 1 79950 


1119 


161 


601 


140 


98 


19252 


AA892041 


665 


95 


390 


89 


97 


7586 


AI030024 


67 


17 


297 


125 


98 


12071 


AI009456 


203 


48; 588 


167 


97 


6826 


AI009493 


92 


34 


491 


195 


98 


16364 


AA892251 


28 


17 


173 


68 


98 


28 


D31662 


154 


44 


628 


259 


97 


20735 


X89225 


433 


85 


169 


74 


98 


10310 


AH 76961 


550 


73 


259 


86 


97 


23860 


AI237684 


141 


23 


64 


23 


98 


17049 


AM 7241 7 


100 


41 


339 


89 


98 


18507 


AH 75551 


1459 


217 


692 


197 


97 


1 71 55 |A1 172090 


377 


73 


132 


58 


98 


2057 


AH 02579 


777 


88 


396 


124 


98 


20600 


AH 77004 


64 


20 


478 


262 


98 


4330 


AA818747 


381 


140 


1638 


429 


98 


13294 


AI233731 


709 


64 


345 


100 


98 


20123 


Al 0722 14 


51 


27 


314 


108 


98 


15543 


AI231800 


488 


73 


212 


65 


98 


6614 


AA848389 


275 


94 


974 


265 


98 


14083 


AI177181 


176 


44 


579 


165 


97 


4590 


AA892778 


-4 


11 


64 


26 


97 


11404 


AI237002 


782 


144 


210 


115 


98 


5460 


Al 176944 


13' 9 


103 


33 


98 


4730 


AA900326 


74 


36 | 1510 


957 


98 


22930 


AI071578 


11 


12 


575 


356 


98 


3916 


AH 69947 


546 


126 


1626 


405 


98 


11403 


Al 171 088 


824 


108 


1781 176 


98 


22929 


AI071578 


-33 


28 


1348 


797 


98 



TABLE 3E: ACETAMINOPHEN Document Number 1740956.1 


Timepoints (hrs): 3, 6 


GLGC 

in 
ID 


Ocl 1 Dell 1 1\ 

Acc 


Orou p 
Mean 


Group 
SD 


Non Group 
Mean 


Non Group 

SD ;! 


Discriminant 

S5C0T©; 


309 


AA866460 


318 


31 


527 


135 


96 


17897 


AA893905 


163 


33 


386 


131 


93 


1312 


M31788 


269 


27 


499 


153 


95 


28 


D31662 


230 


53 


631 


259 


93 


8899 


AM 03957 


323 


42 


670 


232 


93 


22705 


AA946032 


8 


11 


67 


34 


93 


2677 


AA963443 


18 


11 


90 


43 


93 


2505 


M 16235 


332 


31 


587 


206 


92 


10695 


AA819679 


76 


32 


246 


96 


95 


25460 


M89945 


219 


58 


853 


515 


94 


14191 


AA858924 


19 


8 


66 


27 


95 


18867 


D88250 


303 


49 


638 


242 


92 


10636 


AI011634 


82 


28! 222 


87 


92 


4003 


D10757 i 69 


21 


166 54 


94 


11478 


AA926231 


77 


25 


179 


55 


92 


135 


D87839 


123 


31 


268 


80 


94 


21657 


X61381 


275 


48 


556 


206 


94 


20931 


U 17697 


116 


34 


357 


146 


94 


21742 


AM 761 72 


42 


16 


157 


81 


94 


21916 


AI013627 


257 


30 


445 


123 


93 


22635 


AA964289 


7 


6 


36 


19 


94 


8898 


Al 103957 


335 


36 


613 


210 


93 


12331 


AA946466 


106 


32 


295 


122 


93 


15926 


AB012933 


215 


40 


475 


185 


93 


19408 


X02610 


453 


35 


737 


232 


93 


19335 


X05300 


150 


22 


258 


68 


93 


2484 


Al 1 04675 


71 


37 


346 


196 


93 


1430 M84648 


-7 18 


99 


66 


93 


811 


D63704 


308 


42 


536 


161 


93 


2901 


Al 043752 


40 


12 


90 


29 


93 


25370 


L16995 


24 


26 


149 


70 


93 


24170 


Al 145601 


33 


13 


114 


52 


92 


6365 


AA899163 12 


6 


54 


39 


93 


13670 


AI227734 


46 


12 107 


37 


93 


17533 


D00636 


121 


24 


263 


94 


93 


3934 


AI011510 


921 


227 


1914 


567 


93 


9633 


Al 007768 


24 


13 


95 


48 


92 


18978 


AI639208 


132 


17 


223 


58 


92 


23261 


AA925145 


1364 


279 


2452 


721 


92 


17049 


AM 7241 7 


195 


42 


340 


90 


92 


14258 


AI229902 


33 


14 


82 


34 


93 


4199 


M83143 


348 


63 


668 


230 


93 


16039 


AA799452 


127 


23 


207 


47' 93 


7650|AI230142 


38 


17 


103 


71 92 


4879 


AA923852 


14 


22 


115 


54 


92 


1529 


M81687 


252 


43 


458 


111 


93 


20146 


M22926 


95 


11 


51 


24 


92 


17468 


AA892545 


247 


34 


445 


107 


93 


20895 


AI230549 


50 


32 


173 


64 


92 


6387 


AI234664 


49 


17 


102 


25 


93 



178 



TABLE 3E: ACETAMINOPHEN Document Number 1740956.1 



Timepoints (hrs): 3, 6 



GLGC 


GenBank 


Group 


Group 


NonGroup 


NonGroup 


Discriminant 


ID 




Mean:- 


SD 


Mean 


SD 


Score 


23068 


AA926036 


161 


90 


535 


192 


92 


23029 


AA944935 


27 


77 


724 


448 


92 


18564 


AA800745 


182 


31 


322 


74 


94 


7872 


M86912 


155 


27 


260 


55 


94 


23031 


AA963661 


-9 


8 


79 


65 


95 


25204 


AF080507 


202 


28 


424 


122 


97 


23030 


AA924763 


22 


40 


448 


303 


92 


1973 


M60103 


161 


33 


335 


87 


93 


5597 


AI101622 


85 


27 


173 


42 


92 


3537 


AI101690 


184 


75 


461 


110 


94 


19069 


AA943737 


170 


69 


715 


303 


93 


22351 


AA945867 


117 


82 


20 


26 


93 


15154 


AA892532 


243 


29 


488 


142 


96 


7225 


AI013657 


106 


48 


317 


95 


93 


7069 


AI010301 


122 


36 


278 


78 


94 


15599 


X75253 


260 


23 


504 


152 


97 


21502 


Al 01 0483 


82 


37 


213 


66 


92 


15995 


S74351 


318 


121 


79 


77 


93 


23452 


AA925289 


74 


33 


175 


46 


92 


3131 


AA893032 


125 


30 


373 


130 


96 


12946 


AI228291 


184 


36 


363 


91 


93 


24161 


AA858588 


207 


23 


378 


96 


92 


14970 


AA891738 


101 


25 


179 


34 


92 


16450 


M95591 


71 21 


226 


72 


94 


5952 


AA963102 


359 


132 


79 


73 


93 


24321 


AI232340 


347 


101 


854 


254 


92 


11021 


AA819767 


72 


36 


267 


96 


93 


8387 


Al 176365 


121 


36 


292 


66 


94 


7582 


AI029996 


119 


41 


483 


203 


95 


11726 


AA849518 


808 


365 


110 


130 


94 


6135 


AA819065 


46 


16 


168 


65 


95 


15996 


S81478 


322 


80 


89 


81 


93 


22352 


Al 175959 


367 


146 


89 


81 


95 


2536 


AH 7661 6 


126 


39 


600 


338 


94 


11727 


AA849518 


1153 


467 


145 


172 


92 


2911 


AI030835 


355 


150 


1140 


352 


94 


15997 


U 02553 


438 


132 


102 


93 


95 


10184 


H33426 


21 


12 


125 


48 


97 


20513 


X05684 


18 


10 


129 


66 


94 


5934 


AA817695 


85 


35; 383 


158 


95 


25799 


E 12625 


12 


20! 196 


117 


92 


5141 


AA925393 


136 


57 


795 


473 


93 


4360 


H31813 60 


17 


236 


99 


95 


16982 


M58634 


747 


131 


221 


253 


95 


21842 


Al 172293 


82 


26 


445 


218 


93 


8344 


AI05951 1 | 9 


22 


482 


271 


96 


15069 


M89945 


159 


42 


690 376 


95 


24249 


AI009273 


119 


34 


1369; 1280 


94 
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TABLE 3F: AY-25329 



Document Number 1740956.1 



Timepoints (hrs): 24 



GLGC 
ID 


GenBank 
Acc 


Group 

Mean"";'.' 


Group 
SD 


Mean 


SD: 


nicrriminant 
UlaOl ll 1 II 1 1 dl 1 1 

Score 








15127 


S56937 


2229 


144 


524 


247 


100 


5493 


S56936 


334 


20 


61 


64 


100 


5492 


D38061 


334 


36 


38 


64 


100 


15126 


D83796 3088 


202 


886 


463 


99 


6143 


AH 051 67 


1557 


120 


872 


532 


99 


18989 


K00136 


3688 


219 


1071 


818 


99 


9134 


D45247 


548 


6 


378 


85 


99 


1876 


AI030175 


1170 


65; 582 


186 


99 


1354 


D38065 


904 


94| 218 


129 


99 


1795jL24207 


1864 


163 | 427 


332 


99 


15124 J02612 | 3500 


356] 993 


548 


99 


20705 


E01184 


6054 


567 


838 


1077 


99 


20703 


K03241 


2972 


408 


395 


536 


99 


1462 


AI235585 


282 


17 


170 


47 


99 


20707 


U88036 


1649 


165 


474 


224 


99 


1793 


D13912 


4009 


413 


867 


622 


99 


18401 


AH 04300 


1193 


20 


807 


175 


99 


2424 


AA964617 


1545 


110 


854 


200 


99 


24860 


M 13506 


1209 


232 


318 


242 


99 


1794 


X64401 


8294 


1002 


1520 


1355 


99 


22953 


AA946509 


625 


121 


194 


114 


99 


1797 


X62086 


5434 


614 


1266 


1027 


98 


7246 


AI013331 


78 


5 


-44 


67 


98 


20704 


M26127 


5184 


583 


1023 


969 


98 


3816 


AI233729 


575 


20 


376 


99 


98 


25056 


M 13234 


3665 


860 


757 


833 


98 


12156 


K00996 


3317 


1192 


452 


965 


98 


53 


U 16253 


22! 9 


81 


19 


98 


1796 


L24207 


1015 


217 


218 


127 


98 


12155 


J00728 


3106 


814 


542 


761 


98 


8872 


AA851050 


1236 


271 


494 1 236 


98 


6735 


Al 172497 


147 


3 


100 


39 


98 


12447 


AA956769 


135 


6 


53 


34 


98 


21957 


AF087437 


128 


1 


164 


42 


98 


12157 


K01721 


4168 


1215 


498 


1077 


98 


8661 


AA8 18604 


94 


32 


13 


64 


98 


25928 


AI639236 


20 


0 


39 


21 


98 


6236 


AA818627 


2654 


311 


971 


438 


98 


7926 


AI043913 


305 


95 


82 


55 


98 


2388 


AI011806 


2353 


69 


1625 


379 


98 


8864 


AI070319 


127 


6 


53 


75 


98 


13330 


AA997716 


139 


14 


50 


42 


98 


1792IAF004218 


353 


4 267 


76 


98 


23321 


AA892821 


327 


12| 219 


53 


98 


25069 


S82820 


726 


121 


167 


149 


98 


17091 


U73174 


148 


27 


53 


34 


98 


18293 


X05341 


1589 


35 


949 


478 


98 


25281 


D30804 


245 


21 


149 


34 


98 


5824 


AI045555 


150 


9 


70 


45 


98 


8283 


AI059290 


240 


31 


100 


57 


98 



180 



TABLE 3F: AY-25329 '; Document Number 1740956.1 



Timepoints (hrs): 24 



GLGC 


GenBank 


Group 


Group 


NonGroup 


NonGroup 


Discriminant 


ID 


Acc 


Mean 


en 


Mean 


SD 


Score 


1347 


AA849038 


1065 




838 


338 


98 


15879 


AI228313 


535 


74 


310 


84 


97 


15125 


J05132 


3467 


402 


1181 


765 


97 


20872 


X51707 


778 


9 


567 


190 


97 


16320 


AA859899 


53 


4 


107 


31 


97 


17256 


AA891739 


751 


37 


426 


136 


97 


16345 


AI013250 


839 


33 


560 


134 


97 


16703 


At 179300 


1660 


29 


1207 


374 


97 


15623 


AA849769 


43 


4 


82 


24 


97 


20842 


AA849722 


439 


18 


302 


68 


97 


19501 


AA850601 


60 


5 


0 


32 


97 


21040 


AI011734 


914 


236 


97 


210 


97 


21039 


J03190 680 


189 


203 


125 


97 


2569 


AA9651 22 


1540 


243 


875 


272 


97 


20153 


K02817 


557 


10 


469 


139 


97 


15850 


AI236795 


1790 


202 


857 


300 


97 


10152 


AI059110 


52 


12 


13 


21 


97 


22884 


AI010755 


327 


43 


168 


52 


97 


20864 


AF045464 


897 


188 


344 


214 


97 


6071 


AA892675 


391 


41 


228 


65 


97 


17292 


M67465 


878 


19 


572 


226 


97 


24163 


Al 169430 


488 


32 


298 


90 


97 


15848 


AI007820 


2127 


293 


929 


381 


97 


6072 


AI228630 


3160 


286 


2015 


464 


97 


9931 


S83279 


715 


37 


473 


124 


97 


8527 


AA996461 


198 


9 


152 


190 


97 


22052 


AA899498 


587 


22 


337 


137 


97 


21053 


M15481 


1571 


197 


1391 


955 


97 


2615 


AI229318 


119 


4 


198 


59 


97 


357 


U04835 


38 


3 


80 


33 


97 


17092 


AA893189 


167 


25 


86 


34 


97 


17117 


AI228042 


1571 


154 


1015 


208 


97 


25064 


S45392 


2030 


389 


842 


315 


97 


3945 


AI232719 


44 


6 


-2 


25 


97 


18027 


AF039212 


105 


21 


59 


37 


97 


2350 


AA964368 


955 


129 


585 


129 


97 


17305 


X59051 


2631 


128 


1670 


1263 


97 


17999 


U 19485 


1613 


27 


1099f 525 


97 


17154 


M15883 


293 


23 


175! 49 


97 


21038 


J03190 


755 


242 


245 


132 


97 


18368 


AA799645 


496 


10 


360 


92 


97 


3645 


AI235362 


261 


14 


172 


41 


97 


16272 


X76456 


1646 


137 


1307 


732 


97 


1853 


X12367 


3639 


291 


2196 


1985 


97 


10200 


AI059444 


74 


22 


21 


19 


97 


22883 


AA924028 


125 


15 


62 


28 


97 
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TABLE 3G: AY-25329 



Document Number 1740956.1 



Timepoints (hrs): 6 



GLGC 


Oof IDdi ll\ 


Group 


Group 


NonGroup 


NonGroup 


Discriminant 


ID 


Acc 


Mean 


SD 


Mean 


cn 


Score 


1 320 


M10068 


1515 


112 


349 




100 


6071 


AA892675 


531 


43 


227 


62 


100 


9128 


AI171611 


354 


42 


103 


36 


100 


20705 


E01184 


3201 


243 


846 


1110 


100 


20703 


K03241 


1366 


204 


399 


554 


99 


14737 


AI008416 


3685 


157 


1922 


515 


99 


9423 


S61868 


1314 


45 


600 


225 


99 


489 


E00778 


888 


258 


46 


402 


99 


14738 


Al 176993 


2449 


139 


1343 


320 


99 


575 


X15734 


1703 


109 


666 


273 


99 


20704 


M26127 


3555 


254 


1027 


987 


99 


488 


E00717 


2924 


441 


180 | 850 


99 


15644 


AI010256 


1914 


51 


1266 


340 


99 


7281 


AI013755 


442 


31 


204 


65 


99 


1921 


E01524 


762 


85 


188 


106 


99 


23033 


AA859938 


628 


74 


294 


66 


99 


1919 


Al 137856 


698 


65 


205 


102 


99 


3302 


AA997905 


430 


30 


229 


81 


99 


16510 


Al 137583 


72 


15 


218 


72 


99 


6072 


Al 228630 


3707 


408 


2011 


455 


99 


20735 


X89225 


265 


8 


171 


78 


99 


1794 


X64401 


6518 


730 


1522 


1375 


99 


64 


M60655 


58 


4 


134 


36 


99 


15126 


D83796 


2209 


97 


888 


473 


99 


23448 


AA925167 


4428 


562 


976 


822 


99 


15127 


S56937 


1369 


119 


526 


262 


99 


8438 


AA892986 


20 


6 


102 


40! 99 


23449 


Al 176828 


4318 


803 




691 


99 


1795 


L24207 


1240 


163 


428 


338 


98 


1793 


D13912 


2717 


270 


870 


639 


98 


1321 


L37333 


2755 


229 


692 


542 


98 


18727 


D13978 


1448 


123 


560 


243 


98 


8384 


M32167 


15 


1 


48 


21 


98 


356 


S66024 


273 


16 


142 


56 


98 


4234 


ABO 16536 


956 


63 


454 


172 98 


1125 


D82071 


8 


3 


46 


20 98 


12157 


K01721 


3317 


1174 


499 


1083 


98 


22534 


AA925045 


840 


23 


549 


154 


98 


15190 


Al 102562 


5334 


244 


1313 


1514 


98 


12155 


J00728 


2255 


580 


543 


768 


98 


15189 


M11794 


4996 


266 


1149 


1361 


98 


20914 


M23995 


744 


261 


218 


322 


98 


19938 


AA955980 


293 


22 


169 


64 


98 


15125 


J05132 


3096 


169 


1181 


767 


98 


22993 


AI007872 


256 


9 


159 


43 


98 


20984 


D90109 


950 


59 


881 


397 


98 


2424 


AA964617 


1417 


87 


854 


200 


98 


15191 


AM 76456 


3613 


253 


840 


1002 


98 


2354 


AA997763 


1555 


147 


753 


302 


98 


5990 


AA956907 


528 


23 


334 


94 


98 
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TABLE 3G: AY-25329 




Document Number 1740956.1 


Timepomts ! (hrs>:- 0 ■ ■ ■ ■ ■ . . ■ ... . .. 


GLGC 


GenBank 


Group 


Group 


NonGroup 


NonGroup 


Discriminant 


ID 


Acc 


Mean 


en 
oU 


fl/leart 


SD 


Score 


15124 


J02612 


2553 


199 


995 


559 


98 


24163 


Al 169430 


497 


28 


297 


90 


98 


20088 


AA892666 


104 


3 


163 


35 


98 


21601 


AA943997 


217 


24 


108 


54 


98 


9424 


S61868 


1644 


131 


724 


316 


98 


21816 


AI231217 


1775 


47 


1260 


275 


98 


5684 


AI045056 


968 


82 


527 


140 


98 


22586 


AA945454 


127 


110 


4139 


3514 


97 


19367 


AI058745 


-11 


41 


1391 


1147 


97 


15879 


AI228313 


504 


54 


310 


84 


97 


20778 


D85844 


41 


4 


84 


23 


97 


24219 


L27843 


661 


108 


301 


108 


97 


17506 


AI070068 


112 


36 


25 


64 


97 


20789 


X12355 


778 


23 


503 


149 


97 


5497 


AF080468 


1000 


88 


490 


169 


97 


12000 


AA957319 


666 


128 


267 


136 


97 


22952 


AA892831 


628 


73 


352 


87 


97 


23243 


AA851803 


4622 


853 


1693 


773 


97 


21040 


AI011734 


748 


128 


97 


211 


97 


9079 


AI071251 


206 


5 


312 


106 


97 


9349 


AI012143 


730 


61 


423 


125 


97 


19186 


AA851226 


265 


23 


137 


50 


97 


16993 


AA799560 


933 


86 


808 


378 


97 


23612 


Al 170751 


574 


71 


267 


138 


97 


16496 AA996955 


2003 


150 


1134 


357 


97 


17961L24207 


444 


63 


220 


135 


97 


12060 


AA799890 


48 


6 


97 


23 


97 


4314 


AF010597 


582 


19 


375 


96 




9514 


AA850978 


1514 


191 


882 


219 


97 


23515 


Al 179498 


724 


81 


368 


138 


97 


956 


L21711 


485 


70 


257 


86 


97 


17091 


U73174 


99 


8 


54 


34 


97 


22250 


AA943541 


261 


16 


124 


68 


97 


5496 


AF080468 


737 


73 


391 


124 


97 


5256 


AA926088 


239 


43 


82 


57 


97 


23322 


AA892821 


532 


9 


439 


129 


97 


19783 


Al 179388 


509 


8 


401 


83 


97 


13799 


AM 75871 


269 


23 


138 


51 


97 


2468 


AA964807 


390 


21 


233 


77 


97 


5593 


AI230698 


145 


10 


91 


33 


97 


9150 


AI009198 


742 


43 


488 


121 


97 


2242 


AI012635 


4821 


661 


2337 


861 


97 


6236 


AA8 18627 


2165 


282 


972 


442 


97 


11708 


Al 171 807 


1694 


180 


1010 


237 


97 


25777 


Y08355 


1042 


119 


508 


178 


97 


4050 


AI008094 


117 


9 


63 


54 


97 


22490 


AA899289 


916 


47 


621 


133 


97 


19143 


AA946531 


665 


66 


408 


136 


97 


23874 


Al 103556 


493 


89 


209 


106 


97 


17560 


AA963674 


868 


35 


530 


177 


96 



183 



TABLE 3H: BICALUTAMIDE 



Document Number 1740956.1 



Timepoints (hrs): 24, 168 



GLGC 
ID 


GenBank 
Acc 


Grouo 
Mean 


Group 

en 

ou 


NonGroup 

UlSri;;:.;;; 


NonGroup 
ou 


Discriminant 
Score 


1794 


X64401 


7428 


2544 


1475 


1241 


98 


1793 


D13912 


3556 


1203 


847 


571 


98 


18717 


AA945050 


1561 


356 


634 


307 


95 


1795 


L24207 


1878 


801 


415 


294 


95 


9135 


D45247 


805 


34 


555 


158 


94 


3121 


AI008160 


1224 


179 


746 


242 


94 


20707 


U88036 


1302 


271 


469 


217 


94 


15126 


D83796 


2079 


356 


880 


464 


93 


15125 


J05132 


2887 


471 


1170 


757 


92 


25216 


AF091563 


33 


9 


63 


18 


92 


15879 


AI228313 


424 


48 


310 


84 


92 


15124 


J02612 


2185 


297 


988 


555 


92 


12299 


AM 7201 7 


1595 


119 


850 


401 


92 


10626 


D14988 


3006 


592 


1230 


813 


92 


20308 


X56327 


34 


7 


65 


20 


92 


9313 


AA799681 


22 


9 


47 


13 


91 


25574 U06752 


41 


6 


66 


16 


91 


21623 V01217 


1768 


145 


1045 


437 


91 


1682 AA943555 


31 


7 


54 


17 


91 


18719 X63410 


2529 


425 


980 


567 


91 


17958 M341 76 


12 


7 


60 


35 


91 


19287 


AI232379 


41 


7 


74 


23 


90 


16762 


AF059530 


41 


6 


69 


46 


90 


20704 


M26127 


1523 


197 


1032 


1003 


90 


25563 


S81497 


1870 


301 


970 


372 


89 


2970 


M 14775 


4173 


740 


1672 


1351 


89 


18728 


Al 170776 


68 


10 


105 


26 


89 


17175 


X58389 


583 


39 


467 


136 


89 


25754 


X89696 


26 


5 


50 


18 


89 


19665 


AF022819 


23 


6 


45 


15 


89 


25608 


U53927 


12 


3 


35 


21 


89 


145 


AF064541 


45 


8 


83 


20 


89 


6985 


AI010862 


1285 


268 


733 


507 


89 


17541 


M26125 


2661 


404 


1139 


746 


89 


16953 


E01534 


808 


67 


660 


228 


89 


20427 


X53378 


819 


60 


577 


175 


89 


24693 


J02720 


1480 


222 


919 


434 


89 


634 


K01932 


2197 


379 


1107 


600 


89 


22582 


AA945442 


523 


53 


372 


134 


89 


14252 


AA799457 


28 


5 


52 


13 


89 


20716 


M94548 


2022 


150 


1176 


659 


89 


21904 


M24239 


5411 


848 


2166 


1962 


89 


15471 


AA859869 


341 


31 


270 


58 


89 


22927 


AA859920 


11 


5 


38 


22 


89 


17427 


AA892314 


1305 


92 


824 


345 


89 


3406 


AI045083 


272 


57 


143 


63 


89 


5907 


Al 104261 


480 


34 


378 


86 


88 


534 


M58041 


2737 


458 


1320 


867 


88 


18952 


AA924006 


42 


19 


18 


37 


88 


4441 


X62146 


859 


46 


627 


199 


88 
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TABLE 3H: BICALUTAMIDE 



Document Number 1740956.1 



Timepoints (hrs): 24, 168 



GLGC 


GenBank 


Group 


Group 


NonGroup 


NonGroup 


Discriminant 




ID 




Mean 


SD 


Mean 


SD 


Score 




5175 


AA8 18951 


10 


10 


50 


56 


88 


25525 


S72505 


1894 


315 


979 


511 


If 


21015 


X04229 


4631 


765 


2030 


1445 




5667 


X58200 


790 


47 


593 


177 


88 


7266 


Al 112237 


553 


83 


364 


96 


RR 


7351 


D83036 


26 


7 


48 


18 


88 


17921 


AM 76422 


441 


38 


346 


106 


88 


20984 


D90109 


1342 


93 


876 


395 


88 


16922 


S45663 


1024 


88 


640! 236 


1| 


20523 


AA891842 


25 


4 


56 


52 




20810 


X14181 


1205 


67 


818 


323 


88 


18627 


AI232284 


11 


5 


32 


19 


1| 


17105 


M29358 


895 


71 


693 


231 




21882 


M83740 


1234 


108 


761 


301 


RR 


16204 


X06423 


727 


47 


564 


164 


RR 


21663 


D50436 


574 


106 


374 


117 


RR 


4434 


AA685221 


28 


8 


52 


14 


AO 

1| 


16947 


X08056 


1621 


179 


837 


392 


88 


25479 


S45663 


1444 


177 


854 


331 


II 


24646 


M23264 


5 


6 


22 


12 


II 


9620 


X53377 


545 


50 


415 


118 


II 


15106 


X57529 


2334 


, 201 


1277 


700 




538 


X94246 


44 


8 


72 


17 


RR 

1| 


10109 


X58465 


1024 


51 


742 


253 




21012 


J02592 


2658 


672 


1093 


663 


RR 

88 


15875 


X62145 


1321 


105 


799 


364 


II 


21772 


AI011179 


40 


4 


62 


21 


II 


10503 


D21215 


571 


37 


464 


111 


II 


25768 


X94769 


90 


14 


131 


34 


II 


8212 


A1231807 


2735 


304 


1398| 914 




23348 


AA874813 


51 


14 


85 


23 


88 


17577 


AA799566 


40 


14 


82 


25 


88 


18299 


AA799369 


79 


11 


110 


22 


88 


25400 


M 14776 


2864 


395 


1289 


i 1125 


88 


8597 


AA8 18593 


69 


19 


109| 39 


88 


20385 


X54793 


976 


117 


667 


201 


88 


25675 


X14181 


702 


64 


564 198 


88 


23665 


AA852055 


31 


4 


52 13 


88 


11665 


Al 102585 


-83 


37 


-24 


22 


88 


16726 


M86235 


822 


93 


592 


194 


88 


635 


X78848 


2330 


398 


1130 


674 


88 


358 


U52948 


1798 


278 


1045 | 564 


87 



185 



TABLE 31: Carbon Tetrachloride 




Document Number 1740956.1 


Timepoints (hrs): 24, 48 


GLGC 




Group 


Group 


Non Group 


N o n G ro u p 


nicrriminant 
Ulolrllllllllalll 


ID 


Acc 


Mean 


SD 


Mean 


SD 


Score 


14424 


AI070421 


296 


60 




244 


99 


15787 


AF095576 


87 


8 


29 


14 


100 


669 


K03039 


75 


8 


7 


7 


100 


20523 


AA891842 


169 


18 


55 


52 


99 


15174 


U59809 


197 


67 


18 


42 


99 


18712 


AA8 18894 


79 


4 


23 


15 


100 


7893 


AI043761 


108 


31 


1187 


397 


100 


8025 


AI058365 


879 


66 


363 


99 


100 


4375 


AA893869 


112 


23 


3 


15 


100 


515 


X63854 


140 


13 


57 


20 


100 


3909 


Al 169903 


227 


57 


28 19 


99 


926 


AB003042 


220 


81 


45 


24 


99 


8119 


AM 79974 


25 


6 


-23 


22 


100 


23171 


AI230190 


791 


46 


423 


101 


99 


17119 


U25746 


138 


12 


51 


24 


99 


11376 


AI1 12863 


175 


42 


28 


20 


99 


15213 


AA800908 


78 


32 


-1 


10 


100 


4226 


AM 77752 


138 


57 


12 


10 


99 


22023 ;AI233822 


176 


68 


17 


30 


99 


17130 


M62992 


243 


41 


93 


29 


99 


3910 


AA894345 


106 


19 


43 


14 


99 


20788 


AI236053 


123 


76 


4 


8 


99 


21128 


AA848555 


140 


82 


-4 


24 


99 


16457 


AA944856 


401 


44 


153 


40 


100 


2242 


AI012635 


318 


137 


2359 


866 


100 


1045 


AB000280 


105 


4 


57 


17 


99 


15832 


S68589 


241 


22 


99 


32 


100 


12306 


AA944898 


146 


49 


1084 


501 


99 


17158IV01227 


325 


81 


65 


35 1 99 


5541 


AI111 707 


363 


318 


-16 


14 


, §£ 


19275 


AI009460 


1432 


635 


291 


84 


99 


15075 


AA875269 


167 


83 


17 


18 


99 


14199 


AI234133 


499 


208 


119 


44 


99 


20709 AM 72064 


249 


195 


10 


19 


99 


18002IAI043655 


228 


111 


2224 


858 


100 


16346 


AA799824 


210 


23 


78 


30 


100 


22903 


AA892250 


235 


17 


117 


27 


99 


23889 


AA892520 


397 


53 


172 


41 


99 


12581 


Al 145235 


136 


22 


37 


19 


99 


25581 


U 13396 


44 


16 


-4 


7 


99 


23035 


AA945712 


79 


31 


586 


202 


100 


23312 


AA891920 


87 


7 


27 


15 


99 


8715 


AI069920 


283 


99 


1535 


676 


99 


4491 


AA818798 


682 


187 


143 


50 


99 


19456 


AA997841 


1572 


1400 


9 


20 1 99 


20421 


L19699 


114 


21 


40 


22 


99 


2736 


AA894330 


120 


33 


23 


14 


99 


16214 


M57276 


316 


115 


42 


21 


99 


14656 


AI237820 


122 


34 


29 


14 


99 


5780 


AM 77869 


182 


106 


-58 


40 


100 



186 





TABLE 31: Carbon Tetrachloride 




Document Number 1740956.1 




Timepoints (hrs): 24, 48 




GLGC 


GenBank 


G. oup 


Group 


NonGroup 


NonGroup 


Discriminant 




ID 


Acc 


Mean 


SD 


Mean 


SD 


Score , 




1061 


AF009329 


70 


34 


-3 


7 


99 




15920 


AM 78938 


321 


10 


184 


43 


99 




24598 


M25758 


320 


31 


171 


30 


99 




23243 


AA851803 


231 


79 


1714 


792 


99 




21696 


AA944324 


382 


52 


164 


44 


99 




19191 


AA849525 


3023 


519 


1028 


306 


99 




17167 


AI013690 


5932 


960 


2628 


613 


99 




3895 


AA894029 


238 


76 


35 


23 


99 




20082 


AI639488 


176 


51 


45 


28 


99 




4989 


Al 175087 


392 


250 


31 


25 


99 




6107 


D13122 


324 


37 


94 


37 


99 




14421 


AA942751 


327 


22 


144 


46 


99 




16701 


AI008838 


451 


121 


2226 


694 


99 




16006 


AF062594 


148 


26 


15 


23 


99 




16007 


AF062594 


98 


15 


14 


13 


99 




4395 


H33149 


185 


16 


87 


27 


99 


m 


17502 


M12156 


325 


62 


87 


40 


99 




910 


S76511 


106 


21 


19 


16 


99 




3831 


Y12635 


168 


44 


41 


22 


99 




23678 


AF087037 


116 


56 


18 


13 


99 


r\ 


19319 


AA891937 


295 


23 


122 


40 


99 




58 


U09870 


172 


18 


54 


25 




o 


16267 


Al 103977 


484 


75 


188 


54 


100 




15500 


AI229337 


926 


97 


423 


100 


99 




5884 


AJ223184 


80 


23 


8 


11 


99 




25279 


D30740 


418 


73 


169 


44 


99 




1386 


L08505 


208 


44 


85 


26 


99 


= y 


11893 


AI230951 


513 


329 


-2 


38 


99 




3690 


AA999006 


25 


4 


229 


129 


99 




12694 


AA957906 


29 


18 


261 


86 


99 




16012 


X62875 


134 


31 


28 


18: 99 




5421 


AI101270 


827 


333 


197 


68 


99 




20448 


X17053 


279 


161 


44 


21 


99 




23538 


AM 02727 


589 


495 


86 


89 


99 




14258 


AI229902 


269 


27 


80 


31 


99 




4317 


AI071531 


86 


20 


8 


11 


99 




23781 


AI639012 


128 


32 


12 


13 


99 




7161 


Al 233407 


142 


18 


46 


27 


99 




5175 


AA818951 


453 


151 


47 


46 


99 




14840 


AI237698 


457 


145 


71 


34 


99 




21765 


AI233696 


178 


28 


36 


23 


99 




23275 


X97443 


304 


22 


146 


41 


99 




7414 


Al 137586 


440 


59 


174 


76 


99 




18387 


AI237731 


250 


95 


25 


20 


99 




14929 


Al 170353 


795 


322 


112 


49 


99 




20651 


U36992 


150 


59 


21 


28 


99 




2855 


AI236707 


1124 


197 


418 


86 


99 




5733 


M81855 


315 


55 


7 


35 


99 




18386 


L03294 


177 


40 


42 


22 


99 




18385 


L03294 


271 


84 


28 


26 


99 



187 



TABLE 3J: Carbon Tetrachloride 




Document Number 1740956.1 


i in i^yjyju i 


GenBank 


Group 




NonGroup 


NonGroup 


Discriminant 


GLGC ID 


Acc 


Mean 


Group SD 


Mean 


SD 


Score 


1397 


AA8 17787 


111 


T§ 


34 


62 


99 


19221 


Al 1 03374 


96 




-66 


29 


100 


5926 


Al 177638 


131 





41 


18 


100 


24019 


X77235 


168 


13 


32 


25 


100 


22870 


AA926360 


73 


22 


842 


258 


100 


23878 


AA799686 


68 


12 


7 


30 


99 


21326 


AI230013 


111 


1 1 


11 


20 


100 


2250 


AI012354 


112 


53 


1790 


682 


100 


2501 


AM 12343 


437 


52 


100 


36 


100 


8795 


Al 17261 8 


184 


23 


18 


17 


100 


14664 


AI232081 


436 


35 


128 


46 


100 


22266 


AA945601 


199 


57 


1644 


337 


100 


24179 


AA893091 


84 


10 


16 


1 1 


100 


23157 


Al 1 72489 


294! 35 


75 


29 


100 


22283 


AA945172 


46 


12 


438 


162 


100 


22612 


AA945624 


44 


9 


309 


92 


100 


1923 


Al 170754 


875 


109 


248 


81 


100 


18777 


Al 102788 


123 


25 


-32 


39 


100 


23595 


AI236834 


187 


30 


35 


22 


100 


22958 


Al 171 374 


500 


95 


76 


35 


100 


7268 


AI013541 


242 


51 


774 


174 


99 


22039 


U13176 


130 


7 


50 


21 


100 


12437 


H33686 


149 


12 


37 


18 


100 


22631 


AA849030 


227 


35 


908 


226 


100 


21353IAA850247 


143 


66 


1384 


340 


100 


24225 


AA925490 


67 


18 


343 


88 


100 


17407 


AI012145 


385 


149 


1979 


556 


100 


10533 


Al 058430 


65 


39 


457 


168 


99 


606 


X71898 


150 


66 


-51 


21 


100 


23435 


Al 229502 


286 


80 


2 


48 


99 


14004 


AI233261 


276 


47 




42 


99 


25108 


AA848268 


212 


111 


20 


17 


99 


8715 


Al 069920 


141 


63 




675 


100 


12542 


AA997499 


56 


20 


395 


152 


100 


12343 


AI231433 


200 


20 


47 


23 


100 


19069 


AA943737 


58 


19 


709 


306 


100 


1600 


AA686470 


554 


169 


29 


87 


100 


2897 


AA8 18039 


204 


32 


41 


21 


100 


10110 


AI058863 


23 


7 


189 


80 


99 


21328 


AA850130 


127 


41 


610 


167 


99 


15376 


AA875206 


374 


31 





45 


99 


24146 


Al 169668 


375 


33 








18396 


AA799330 


223 


51 


50 


25 


99 


1813 


M19651 


141 


72 


-53 


20 


100 


16576 


AA799570 


274 


128 


33 


18 


99 


3674 


AA945587 


48 


24 


505 


130 


100 


16579 


AA957143 


37 


7 


206 


63 


100 


3963 


AA923955 


35 


12 


394 


116 


100 


18192 


AF000899 


76 


9 


10 


11 


100 


3925 


AA851017 


74 


31 


768 


296 


100 
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TABLE 3J: Carbon Tetrachloride Document Number 1740956.1 



Timepoints (hrs): 3, 6 



GLGC ID 


GenBank 
Acc 


Group 
Mean 


Group SD 


Non Group 
Mean 


NonGroup 
SD 


Discriminant 
Score 


1599 


AA686470 


201 


52 


14 


25 


100 


17339 


AA849497 


23 


18 


787 


408 


100 


4954 


AA924444 


28 


7 


319 


143 


100 


17721 


AA945762 


42 


12 


305 


89i 100 


24233 


AA964756 


125 


42 


827 


237 


100 


22957 


Al 104897 


1485 


294 


251 


113 


100 


16618 


AH 68967 


182 


27 


29 


22 


100 


25643 


U77829 


302 


33 


125 


27 


100 


13286 


AI030790 


57 


20 


456 


127 


99 


10108 


AI007857 


196 


24 


72 


26 


100 


8834 


Al 145899 


142 


29 


4 


32 


99 


5200 


AM 78699 


175 


54 


26 


12 


99 


3833 


AA851255 


83 


24 


403 


103 


100 


8808 


AI070132 


42 


8 


385 


122 


100 


18571 


AI236612 


115 


10 


-7 


32 


100 


11431 


AI236120 


318 


48 


66J 


29 


100 


13694 


AI230538 


243 


17 


106 


35 


100 


3062 


AA998857 


716 


180 


3322 


937 


99 


20988 


AA900562 


243 


58 


906 


210 


99 


10636 


A1011634 


21 


12 


221 


87 


99 


11608 


AA859633 


92 


9 


30 


16 


99 


18002 


AI043655 


348 


112 


2223 


859 


99 


23137 


AI070408 


1152 


264 


239 


84 


99 


20708 


AB006461 114 


14 


43 


17 


99 


8850 


AI235059 322 


73 


67 


30 


99 


5780 


AM 77869 


269 


169 


-58 


35 


99 


11549 


AI232174 


500 


42 


200 


55 


100 


16492 


AI070315 


77 


24 


930 


254 


99 


13911 


AI236262 


126 


18 


29 


15 


100 


23802 


AA956535 


45 


12 


252 


72 


99 


13796 


AI229056 


101 


21 


12 


8 


99 


7161 


AI233407 


260 


49 


46 


23 


99 


15427 


Al 178951 


211 


17 


79 


30 


99 


12792 


Al 176883 


214 


38 


39 


27 


99 


4900 


AA924024 


65 


16 


383 


92 


99 


16267 


Al 103977 


597 


105 


187 


50 


100 


23678 


AF087037 


131 


35 


18 


13 


100 


12999 


Al 176276 


527 


101 


138 


41 


99 


24388 


AI236772 


781 


387 


135 


62 1 99 


23538 


Al 102727 


765 


127 


85 


89 


100 


17580 


AI010145 


31 


9 


201 


63 


99 


17514 


AA925554 


105 


23 


486 


137 


99 


8759 


AI237646 


493 


216 


5 


35 


99 


12614 


Al 175294 


187 


47 


36 


20 


99 


19031 


AI070532 


1122 


714 


14 


52 


99 


13619 


Al 179464 


375 


131 


78 


71 


99 


9963 


AI045144 


30 


17 


702 


282 


99 


17734 


AA998683 


862 


224 


63 


87 


99 
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TABLE 3K: CLORBRATE . . . Document Number 1740956/ 



Timepoints (hrs): 24, 72 



GLGC 


GenBank 


Group 


Group INonGroup 


MonGroup 


Discriminant 

Score 


ID 


Acc 


Mean 


SD [Mean 


SD 


21078 


J02791 


1327 


78 


533 


138 


100 


16148 


J02752 


4832 


272 


737 


283 


100 


17758 


K03249 


4343 


266 


287 


183 


100 


20711 


AA924267 


1749 


109 


119 


122 


100 


18687 


Al 170568 


4931 


383 


467 


323 


100 


20713 


M57718 


4038 


187 


519 


319 


100 


18686 


D00729 


4823 


404 


502 


372 


100 


25070 


S83279 


1030 


80 1 


401 


98 


100 


9929 


AI013834 


1402 


96 510 


127 


100 


20714 


M 14972 


3691 


389 405 


274 


100 


22603 


AF044574 


825 


96 


228 


67 


100 


23699 


J02749 


3688 


615| 


497 


189 


100 


18293 


X05341 


3928 


315 


935 


426 


100 


20925 


U08976 


3531 


358 


319 


265 


100 


22370 


AA944158 


640 


35 


244 


108 


100 


23698 


J02749 


4629 


847 


277 


171 


100 


20555 


U26033 


1569 


202 


290 


125 


100 


16768 


D 16478 


1245 


1391 389 


91 


100 


20554 


J02844 


1139 


262 


230 


80 


100 


14987 


AA858640 


1229 


106 


469 


132 


100 


20715 


X07259 


3851 


506! 


295 


236 


100 


18175 


J03621 


1053 


95 


390 


87 


100 


16767 


D16478 


1355 


126 


470 


113 


100 


16150 


AA799489 


2967 


456 


496 


162 


100 


1857 


AB010428 


1920 


490 


12 


57 


99 


18890 


AA899964 


3058 


535 


677 


266 


99 


1858 


Y09333 


2312 


667 


14 


71 


99 


18891 


AA924598 


1311 


273 


268 


147 


99 


20385 


X54793 


1723 


212 


665 


187 


99 


16701 


AI008838 


5434 


639 


2199 


664 


99 


1728 


D16479 


783 


129 


217 


67 


99 


22602 


AF044574 


509 


79 


126 


64 


99 


12094 


AA899681 


13551 


2053 


4611 


1687 


99 


26109 


AA997009 


2653 


537 


141 


224 


99 


16190 


AM 04482 


2284 


349 


771 


205 


99 


22416 


AA944380 


755 


165 


130 


103 


99 


16703 


Al 179300 


2964 


393 


1200 


351 


99 


9889 


AI044621 


3585 


392 


1705 


553 


99 


6613 


AA848758 


1728 


232 


671 


221 


99 


4271 


AA925603 


922 


197 


55 


132 


99 


4272 


AI231309 


644 


137 


37 


77 


99 


18742 


Al 1051 31 


1761 


373 


347 


162 


99 


9598 


H33832 


731 


295 


154 


112 


99 


862 


U62940 


429 


29 


263 


43 


99 


6780 


J05029 


1479 


242 


571 


141 


99 


22604 


AA945578 


3218 


516 


980 


420 


99 


1977 


J05470 


1020 


171 


298 


102 


99 


11228 


AM 02871 


2002 


325 


784 


238 


99 


21010 


AA925306 


2684 


544 


615 


244 


99 


17933 


AA891916 


388 


45 


127 


55 


99 
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TABLE 3K: CLOFIBRATE Document Number 1740956.1 



Timepoints (hrs): 24, 72 



GLGC 
ID 


GenBank 
Acc 


Group 
Mean 


Group 
SD 


NonGroup 

Mean 


NonGroup 

en 


Discriminant 
ocore 


10909 


AH 80425 


3622 


339 


1962 


356 


99 


15610 


L27075 


-1 


7 


64 


22 


99 


18958 


D13921 


1064 


328 


274 


71 


99 


17554 


D85100 


3433 


275 


1151 


748 


99 


9931 


S83279 


1121 160 


470 


115 


99 


18029 


M38759 


166 


79 


-8 


27 


99 


12158 


L00320 


828 


313 


231 


631 


99 


23884 


M73714 


926 


122 


391 


97 


99 


15601 


AM 69631 


542 


78 


267 


60 


99 


17626 


S78556 


721 


58 


396 


83 


99 


16546 


AA800120 


483; 76 


177 


59 


99 


17549 


AA892776 


795; 23 


489 


116 


99 


15409 


D00569 


1695! 436 


451 


174 


99 


18957 


D00512 


1062! 325 


308 


81 


99 


20915 


AF001898 


1875 1 547 


401 


254 


99 


9268 


Al 072375 


456; 154 


150 


58 


99 


2190 


AA964004 


200 


17 


92 


64 


99 


5887 


AM 79099 


947 


183 


81 


156 


99 


26258 


AH 77501 


185 


28 


58 


32 


99 


15582 


AI232320 


18065 


3513 


5849 


3062 


99 


12155 


J00728 


1711 


405 


545 


773 


99 


17516 


Al 176621 


523 


142 


223 


47 


99 


15408 


D00569 


883 


232 


247 


102 


99 


2457 


AA964752 


1008 


198 


218 


152 


99 


22598 


AH 37506 


497 


55 


1055 346 


99 


819 


X02284 


2566 


199 


1829 


1452 


99 


14595 


AA892128 


543 


156 


73 


59 


99 


17601 


X95577 


23 


8 


109 


37 


99 


21354 


AA899721 


3337 


700 


374! 343 


99 


8944 


AI070597 


221 


30 


42! 55 


98 


16721 


D30647 


539 


118 


234 


45 


98 


15175 


AA945583 ! 355 


25 


211 


44 


98 


3903 


AA899986 77 


52 


-97 


58 


98 


15391 


AI0 10083 1404 


60 


721 


259 


98 


21341 


AA850195 1938 


242 


814 


287 


98 


15124 


J02612 2386 


98 


994 


560 


98 


1818 


Y11283 ! 1723 


179 


1517 


1066 


98 


15126 


D83796 2472 


193 


885 


467 


98 


21355 


AH 05094 2421 


619 


295 


266 


98 


15085 


AI233829 


3860 


896 


1497 


399 


98 


9842 


U94856 


1328 


163 


1169 


637 


98 


397 


Y09332 


217 


70! 81 


34 


98 


7274 


AI013715 


196 


35 63 


38 


98 


21848 


AA957896 


434 


31 265 


54 


98 


4940 


AH 78788 


684 


132! 1679 


447 


98 


13004 


AI236284 


511 


23 322 


83 


98 


6439 


AI058436 


553 


103 


215 


80 


98 


7420 


AI029291 


1589 


124 


793 


315 


98 


1448 


X15030 


1513 


142 


727 


223 


98 


2888 


AA924902 


5090 


1014 


2588 


711 


98 
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TABLE 3L: Cyproterone Acetate Document Number 1740956.1 

Timepoints (hrs): 24, 120 ■ 



GLGC 


GenBank 


G 


Q 


NonGroup 


NonGroup 


Discriminant 


ID 


Acc 


Mean 


SD 


Mean 


SD 


ocore 


12158 


L00320 


540 


79 


233 


632 


99 


25055 


M11251 


544 


83 


243 


630 


99 


12160 


AA818412 


2593 


403 


1176 


1532 


99 


12156 


K00996 


948 


169 


459 


982 


98 


19256 


M 15562 


169 


17 


306 


92 


97 


5074 


Al 101 695 


24 


20 


161 


87 


97 


15127 


S56937 


912 


86 


528 


266 


96 


4232 


AI012958 


35 


7 


96 


52 


96 


4172 


AA925514 


10 


5 


41 


18 


96 


14840 


AI237698 


26 


5 


73 


45 


96 


15391 


AI010083 


749 


48 


724 


264 


96 


15383 


AA955358 


55 


8 


123 


47 


96 


21228 


AI044404 


60 


10 


140 


54 


96 


16124 


Al 176963 


60 


18 


189 


95 


96 


17685 


Al 11 3055 


18 


9 


59 


33 


96 


1957 


AI172143 


452 


141 


1540 


699 


96 


7317 


Al 1361 23 


38 


8 


90 


32 


96 


2125 


AI102519 


4 


30 


173 


129 


96 


6842 


AI009764 


20 


6 


63 


35 


95 


4234 


ABO 16536 


242 


23 


458 


175 


95 


22914 


AA924335 


689 


59 


1105 


278 


95 


3993 


AA925540 


91 


17 


194 


63 


95 


18829 


AA818796 


50 


9 


113 


47 


95 


6055 


M12337 


416 


42 


794 


300 


95 


3997 


AA925771 


51 


12 


132 


50 


95 


5241 


AA925986 


155 


29 


316 


90 


95 


3866 


AA893074 


55 


4 


32 


13 


95 


12155 


J00728 


849 


122 


549 


778 


95 


1795 


L24207 


886 


169 


429 


341 


95 


1394 


U37099 


25 


4 


10 


8 


95 


20707 


U88036 


836 


117 


476 


234 


95 


6479 


Al 1 69690 


447 


76 


1116 


429 


97 


24860 


M 13506 


763 


138 


319 


246 


98 


23032 


Al 176596 


175 


35 


320 


78 


95 


8036 


AI230884 


61 


21 


195 


74 


97 


22917 


AI228120 


151 


22 


270 


64 


95 


15987 


AA866435 


364 


45 


29 


29 


100 


18669 


AA956453 


68 


15 


191 


75 


95 


3510 


Al 1 76423 


7 


11 


49 


21 


96 


18906 


AA892561 


165 


26 


89 


28 


97 


11960 


AA891740 


-22 


30 


87 


33 


98 


15755 


AB013112 


214 


34 


567 


179 


99 


6431 


AA859085 


45 


10 


184 


196 98 


15500 


AI229337 


239 


25 


427 


106 


97 


906 


U83112 


87 


14 


43 


15 


97 


15032 


U89905 


171 


27 


402 


146 


95 


19555 


AA926120 


820 


! 145 


1434 


326 


95 


20804 


AI011684 


2441 


676 


800 


362 


98 


17788 


AA899045 


2319 


524 


988 


260 


98 


23776 


AI060224 


22 


13 


127 


64 


95 
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TABLE 3L: Cyproterone Acetate Document Number 1740956.1 



Timepoints (hrs): 24, 120 ^u^ysA 


GLGC 
ID 


GenBank 
Acc 


Group 
Mean 


Group 
SD 


NonGroup 

Mean 


NonGroup 
SD 


Discriminant 
Score 


21078 


J02791 


321 


18 


539 


148 


97 


1551 


X06150 


300 


25 


743 


310 


99 


3381 


AA892993 


216 


16 


118 


31 


98 


6801 


AI010316 


168 


26 


420 


127 


97 


3143 


Al 232408 


180 


30 


360 


93 


97 


8872 


AA851050 


2207 


222 


486 


198 


99 


17090 


U73174 


174 


31 


68 


24 


99 


11724 AM 0281 2 


26 


6 


101 


49 


96 


16319 


AA875047 


89 


17 


33 


18 


97 


1478 


U32314 


192 


29 


362 


89 


96 


25183 


AF050159 


58 


11 


-55 


37 


99 


21798 


AA926365 


2671 


379 


1696 


370 


96 


17092 


AA893189 


283 


56 


85 


30 


99 


20803 


U09256 


490 


37 


240 


83 


98 


1479 


U32314 


143 


14 


269 


67 


97 


25287 


D38069 


211 


40 


89 


39 


97 


15955 


AI232294 


401 


65 


188 


83 


96 


17091 


U73174 


229 


44 


53 


31 


99 


1749 


M 17526 


37 


5 


6 


10 


98 


15138 


AI009801 


184 


27 


91 


37 


96 


15181 


AI235234 


25 


9 


79 


29 


96 


17117 


AI228042 


1568 


192 


1013 


206 


97 


1884 


D50695 


255 


40 


156 


35 


96 


11693 


AM 68953 


38 


37 


428 


216 


98 


25057 


M58495 


56 


28 


2 


26 


96 


22715 


AA946120 


441 


64 


752 


146 


97 


1888 


E13573 


109 


18 


38 


29 


96 


4312 


ABO 10635 


459 


103 


56 


77 


99 


1796 


L24207 


714 


125 


218 


130 


98 


11324 


AA964832 


124 


23 


287 


81 


96 


21382 


AA945708 


60 


11 


162 


63 


96 


17644 


AA924036 


42 


6 


132 


61 


96 


5824 


AI045555 


210 


52 


69 


44 


96 


23272 


AA955819 


127 


19 


316 


86 


98 


12071 


AI009456 


196 


66 


587 


167 


97 


25281 
11039 


D30804 


249 


36 


149 


33 


97 


AI235465 


62 


25 


176 


58 


95 


20864 


AF045464 


838 


192 


343 


214 


96 


9015 


AI234810 


51 


4 


110 


36 


97 


6263 


Al 009666 


101 


17 


266 


89 


97 


11644 


AI235282 


422 


98 


907 


209 


96 


1354 


D38065 


595 


103 


218 


132 


95 


714 


U 10279 


52 


3 


14 


25 


95 


19363 


Al 176247 


324 


171 | 1951 


878 


95 
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TABLE 3M: DICLOFENAC 




: : ; i Document Number 1M095M 


Timepoints (hrs): 24 ^. r ,.,^^ 


GLGC 
10 


GenBank 

|Acc 


Group 
Mean 


Group 
SD 


NonGroup 
Mean 


NonGroup 
SD 


Discriminant 
Score 


1 5003 Al 1 69327 


68 


19 


0 


54 


99 


1 5860 Al 1 02868 


26 


3 


2 


15 


98 


20707 U88036 


76 


69 


480 


234 


97 


?r\AAQ\ Y17n^"? 
^U*t*fi7 A I /UOO 


100 


36 


37 


45 


98 




-25 


15 


72 


51 


98 


2248 AM 70332 


126 


21 


278 


64 


99 


3265 AA997784 


50 


15 


196 


74 


98 


OQQ 1 IOC9/I C 


-14 


13 


50 


22 


98 




113 


10 


254 


78 


98 


9491 Ql 97fiA'3 


441 


10 


302 


111 


98 


23321 IAA892821 


80 


32 


220 


52 


98 


ou i o Mrto i y i h-u 


763 


205 


5913 


4088 


98 


1 l 1 O 1 IVI 1 OoOO 


304 


50 


1173 


804 


98 


AAA A AM nf>H«9 


43 


19 


607 


321 


99 


24712 E01 884 


36 


10 


-5 


20 


98 


14081 AI233164 


747 


434 


40 


133 


99 


4267 AA859412 


898 


432 


338 


138 


97 


25470 M95791 


48 


1 


13 


19 


99 


891 U66322 


-34 


6 


52 


51 


98 


18824 AI232255 


32 


18 


-74 


41 


98 


25480 S46785 


158 


51 


496 


178 


97 


13796 AI229056 


37 


7 


12 


11 


97 


10249 AI059711 


43 


6 


-15 


26 


98 


7053 AI0 11 467 


-27 


24 


73 


37 


98 


22511 


M22670 


320 


162 


-2 


65 


99 


6431 AA859085 


1171 


691 


179 


184 


99 


16879 


Al 169284 


500 


45 


968 


243 


98 


5962 


AA8 17875 


92 


46 


13 


24 


98 


12792 


Al 176883 


106 


11 


40 


29 


98 


2536 


AM 7661 6 


64 


31 


593 


340 


97 


21977 


S46785 


169 


38 


560 


205 


98 


20162 


X17163 


38 


4 


-26 


52 


98 


14600 


AA801076 


324 


97 


114 


62 


98 


19249 


AA997342 


551 


250 


191 


73 


98 


12551 


AI230056 


76 


15 


239 


79 


98 


12450 


Al 103955 


-7 


13 


172 


80 


98 


1266 


S80631 


22 


13 


-17 


12 


98 


19769 


Al 102570 


1629 


487 


764 


266 


97 


5848 


Al 168994 


334 


22 


595 


132 


98 


6033 


AI233081 


514 


32 


1018 


258 


98 


21973 


AA944840 


87 


14 


300 


128 


98 


475 


AI233828 


597 


57 


1021 


200 


97 


10307 


Al 103695 


142 


35 


14 


44 


98 


1641 


E03428 


218 


31 


114 


42 


97 


23500 


AA860010 


70 


19 


19 


20 


98 


6016 


AA818163 


635 


214 


2257 


785 


97 


13551 


AM 77602 


100 


10 


52 


18 


98 


17913 


H31707 


108 


15 


184 


30 


97 


1583 


U07201 


91 


20 


38 


17 


98 


9166 


Al 1 37406 


136 


58 1 


27 


17 


98 
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TABLE 3M: DICLOFENAC Document Number 1740956.1 



Timepoints (hrs): 24 



GLGC 


GenBank 


Group 


Group 


NonGroup 


NonGroup 


Ulowl 1 ill II Ictl 11 


ID 


Acc 


Mean 


SD 


Mean 


SD 


Score 


22929 


AI071578 


-58 


17 


1340 


802 


98 


6387 


AI234664 


63 


2 


101 


26 


98 


21683 


M65149 


105 


31 


16 


27 


98 


22619 


AI009825 


603 


103 


258 


105 


97 


18354 


X59859 


122 


38 


24 


33 


98 


945 


D88666 


117 


49 


-32 


37 


98 


4026 


AI233835 


972 


223 


377 


136 98 


6532 


Al 234 105 


265 


39 


136 


41 


98 


22765 


AH 76265 


304 


110 


73 


63 


97 


24366 


AA956246 


68 


3 


167 


61 


98 


13762 


AI230326 


1 


21 


153 


56 


98 


5197 


AH 03376 


668 


103 


336 


90 


97 


11720 


AI232273 


1457 


246 


762 


221 


98 


22487 


AH 02578 


196 


55 


62 


37 


97 


3504 


AH 04659 


556 


112 


285 


90 


97 


6189 


AH 78027 


436 


244 


4085 


2314 


98 


16809 


X58828 


139 


25 


38 


29 


98 


5899 


Al 170038 


304 


213 


1263 


318 


98 


14996 


X16038 


120 


29 


22 


39 


97 


17496 


AA926109 


41 


2 


237 


171 


98 


17340 


AI007803 


2776 


726 


1078 


439 


98 


20803 


U09256 


88 


6 


242 


85 


98 


5791 


AI045423 


-87 


28 


27 


43 


97 


1690 


AA8 17829 


339 


73 


146 


50 


97 


4374 


AA893869 


48 


3 


16 


12 


98 


11762 


Al 178631 


87 


23 


-9 


30 


98 


2555 


D00913 


307 


94 


124 


51 


98 


11553 


AI230765 


267 


40 


87 


48 


98 


10659 


Al 103059 


651 


137 


153 


154 


98 


3073 


AI233494 


27 


2 


98 


80 


98 


9583 


AI071185 


307 


102 


53 


75 


98 


1221 


D11445 


438 


73 


25 


91 


98 


3773 


AA998356 


232 


48 


57 


47 


97 


21707 


AA859722 


194 


45 


44 


48 


97 


2161 


Al 176592 


1614 


363 


373 


280 


97 


21209 


AH 71 772 


419 


161 


85 


86 


97 


8215 


AH 71 692 


924 


361 


384 


128 


97 


16859 


AI236753 


550 


88 


226 


101 


98 


22930 


AI071578 


13 


11 


572 


357 


98 


19363 


Al 176247 


245 


54 


1947 


880 


98 


20354 


M 14369 


289 


61 


60 


54 


98 


17664 


AI234496 


793 


84 


265 


151 


98 


5934 


AA817695 


33 


23 


379 


160 


97 


819 


X02284 


1072 


24 


1836 


1451 


97 


13932 


Al 230988 


-101 


25 


68 


54 


97 



195 



TABLE 3N: DICLOFENAC Document Number 1740956.1 



Timepoints (hrs): 3, 6 



GLGC 


UcllDdllK 


Group 


Group 


NonGroup 


NonGroup 


Discriminant 


ID 


Acc 


Mean 


SD 


Mean 


SET 


Score 


1 7787 


Al 169758 


1080 


79 


1234 


1075 


97 


6478 


X05861 


2135 


265 


2343 


2110 


97 


818 


X02291 


1867 


157 


2583 


2537 


97 


819 


X02284 


1557 


112 


1835 


1454 


96 


12792 


AM 76883 


91 


13 


40 


29 


96 


16274 


D10261 


2075 


237 


3112 


3332 


96 


17564 


AA963674 


252 


19 


396 


89 


96 


25400 


M 14776 


1031 


92 


1309 


1136 


95 


6352 


AA997600 


33 


12 


-14 


30 


96 


16085 


AA874889 


47 


6 


21 


23 


95 


3845 


AI011481 


38 


7 


98 


38 


95 


2010 


U05675 


1759 


242 


1915 


1523 


96 


1877 


X74593 


284 


37 


542 


174 


95 


111 


U02506 


1786 


177 


2323 


2260 


95 


6862 


AA849729 


146 


25 


287 


83 


95 


23512 


AA955282 


377 


55 


776 


251 


95 


6373 


AA858726 


33 


5 


70 


25 


95 


1684 


X56325 


1721 


204 


2121 


1936 


95 


10534 


AI070832 


20 


20 


165 


97 


95 


20650 


M 12335 


1141 


112 


1298 


824 


95 


11080 


AA851330 


99 


14 


191 


57 


94 


11576 


AI146177 


31 


9 


83 


30 


94 


8211 


AI231807 


1204 


76 


1685 


1315 


94 


8521 


AI060064 


23 


7 


72 


37 


94 


1818 


Y11283 


1292 


119 


1520 


1067 


94 


14390 


AI232385 


44 


9 


83 


22 


95 


15755 


AB013112 


323 


36 


567 


180 


94 


3019 


AI231218 


41 


5 


97 


61 


94 


8549 


AI233639 


328 


76 


720 


224 


94 


13757 


AI228676 


97 


21 


195 


54 


94 


16767 


D16478 


304 


29 


476 


130 


94 


13095 


Al 172595 


32 


4 


57 


16 


94 


17906 


AA899762 


227 


22 


395 


136 


93 


19258 


AA900613 


-5 


15 


103 


96 


94 


23189 


AA925844 


131 


24 


259 


75 


94 


3044 


AA997701 


104 


5 


149 


54 


93 


4186 


AA945169 


1811 


189 


2673 


2390 


94 


1876 


AI030175 


306 


47 


586 


188 


94 


19038 


AA851818 


91 


9 


149 


39 


93 


6825 


Al 045972 


224 


31 


395 


125 


94 


24219 


L27843 


466 


49 


302 


110 


94 


2367 


AF095741 


217 


25 


337 


74 


94 


7667 


AI233687 


41: 9 


86 


29 


94 


18522 


Al 145870 


222 


52 


436 


121 


94 


22725 


AA900506 


-9 


12 


46 


32 


93 


14094 


AI235377 


72 


7 


117 


35 


93 


6640 


AI101500 


0 


14 


62! 34 


94 


3467 


AI237835 


52 


17 


130 


55 


93 


10248 


L23148 


69 


10 


32! 22 


94 


20911 


AA899901 


319 


53 


561 


137 


94 
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TABLE 3N: DICLOFENAC - ■ ' ■ Document Number 1740956.1 



Timepoints (hrs): 3, 6 



GLGC 


GenBank 


Group 


Group 


NonGroup 


NonGroup 


Discriminant 


ID 


Acc 


Mean 


SD 


Mean 


SD 


Score 
















17903 


AI231083 


154 


20 


236 


53 


94 


20850 


AA899956 


-15 


20 


74 


57 


94 


16680 


AA965190 


116 


54 


363 


134 


93 


16565 


U91847 


60 


10 


22 


21 


93 


18302 


U33500 


299 


54 


131 


104 


94 


25325 


K03045 


843 


139 


1267 


1228 


94 


8989 


Al 070792 


40 


11 


81 


24 


93 


4899 


AA924017 


72 


29 


13 


49 


96 


16327 


AA875050 


203 


43 


432 


126 


96 


3310 


AA997945 


55 


27 


13 


22 


94 


6598 


M58587 


287 


31 


170 


63 


94 


21353 


AA850247 


745 


187 


1382 


347 


94 


6604 


AI229192 


6 


9 


40 


18 


93 


6891 


U53922 


222 


23 


403 


106 


97 


14459 


AH 37930 


9574 


934 


4333 


2066 


97 


24321 


AI232340 


370 


85 


848 


259 


95 


15786 


AI013924 


124 


36 


288 


87 


94 


25852 


AI638998 


56 


9 


25 


11 


97 


7003 


AI030259 


126 


36 


364 


131 


96 


6252 


AA8 19381 


155 


19 


363 


135 


97 


25508 


S67620 


27 


9 


-6 


16 


96 


17676 


V01235 


1521 


111 


2334 


2060 


94 


15180 


Al 01 0354 


511 


110 


903 


199 


94 


19085 


AA892598 


160 


23 


89 


37 


94 


6438 


AA819269 


60 


24 


180 


64 1 95 


8837 


AM 02849 


99 


31 


222 


57 


95 


15551 


AI230759 


204 


24 


324 


61 


96 


7362 


AI029026 


392 


111 


878 


238 


95 


19012 


AM 72056 


934 


211 


428 


152 


97 


2242 


A1012635 


4544 


1011 


2332 


856 


95 


16465 


AA901042 


196 


23 


379 


102 


96 


24366 


AA956246 


60 


15 


167 


60 


94 


23608 


AI233190 


1289 


380 


392 


192 


97 


26335 


AI236460 


3287 


771 


1175 


863 


96 


19086 


AA892598 


220 


34 


117 


49 


95 


20161 


X54686 


109 


30 


28 


37 


95 


16821 


AA999042 


910 


193 


476 


128 


97 


13481 


AI235352 


21 


8 


79 


29 


96 


16312 


AA875032 


62 


18 


16 


14 


96 


15932 


U 12402 


146 


19 


92 


25 


94 


4868 


AH 70763 


121 


21 


280 


76 


97 


17709 


U24489 


134| 28 


44 


35 


95 


5384 


AA891041 


146 


29 


27 


42 


97 


1221 


D11445 


361 


71 


24 


90 


98 


3773 


AA998356 


169 


47 


57 


47 


96 


17664 


AI234496 


720 


107 


263 


150 


97 



197 



TABLE 3Q: DIFLUNISAL Document Number 1740956.1 



Timepoints (hrs): 24 





Otj 1 1 Dd 1 1 IS 


G 


G — 


NonGroup 


MonGroup 


Discriminant 


GLGC ID 


Acc 


Mean 


SD 


Mean 


SD 


Score 


15408 


D00569 


626 


11 


249 


112 


100 


18687 


AM 70568 


3601 


172 


482 


430 


100 


20715 


X07259 


2716 


163 


308 


330 


100 


14595 


AA892128 


327 


5 


75 


68 


100 


20713 


M57718 


3609 


313 


529 


377 


100 


22416 


AA944380 


438 


24 


132 


112 


100 


3149 


AA894030 


12 


0 


50 


37 


100 


23699 


J02749 


1669 


186 


511 


296 


100 


24798 


X06357 


806 


29 


442 


149 


100 


354 


L32591 


92 


0 


74 


69 


100 


1728 


D 16479 


484 


20 


219 


78 


100 


17758 


K03249 


2134 


579 


304 


334 


100 


20711 


AA924267 


1058 


208 


125 


164 


100 


1857 


ABO 10428 


135 


35 


22 


154 


99 


8527 


AA996461 


296 


2 


152 


190 


99 


16148 


J02752 


3132 


593 


752 


392 


99 


15848 


AI007820 


2281 


100 


930 


382 


99 


12093 


AA848628 


-1 


0 


21 


22 


99 


18125 


AI008787 


880 


17 


527 


153 


99 


2457 


AA964752 


963 


38 


221 


158 


99 


17764 


AI234604 


2068 


97 


801 


300 


99 


23698 


J02749 


1633 


392 


297 


358 


99 


20925 


U08976 


2529 


381 


330 


335 


99 


18685 


AA997746 


204 


14 


13 


34 


99 


18293 


X05341 


3200 


349 


945 


464 


99 


19053 


D12770 


18 


0 


35 


33 


99 


18686 


D00729 


4182 


704 


515 


449 


99 


16767 


D16478 


1099 


97 


473 


127 


99 


3431 


Al 176595 


1472 


18 


741 


289 


99 


6919 


AI010461 


313 


1 


282 


246 


99 


4271 


AA925603 


512 


68 


59 


145 


99 


15409 


D00569 


1460 


213 


455 


191 


99 


26109 


AA997009 


1617 


209 


150 


281 


99 


4196 


AA899304 


247 


45 


79 


108 


99 


20714 


M 14972 


3335 


869 


415 


330 


99 


22603 


AF044574 


598 


90 


231 


78 


99 


16150 


AA799489 


1574 


395 


507 


237 


99 


14267 


AI011738 


2613 


147 


1119 


396 


99 


15580 


M33648 


4011 


142 


1585 


942 


99 


25064 


S45392 


2088 


172 


843 


316 


99 


23183 


Al 144586 


516 


27 


217 


88 


99 


5213 


AA925767 


627 


3 


498 


171 


99 


16521 


AI0 10470 


470 


38 


231 


65 


99 


15383 


AA955358 


201 


2 


122 


47 


99 


18958 


D13921 


589 


58 


277 


93 


99 


2811 


Al 171 090 


333 


12 


178 


56 


99 


8856 


AI072402 


96 


3 


47 


16 


99 


16768 


D 16478 


927 


161 


392 


107 


99 


18742 


AI105131 


1159 


155 


352 


189 


99 


25070 


S83279 


865 


113 


404 


105 


99 
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TABLE 30: DIFLUNISAL 




Document Number 1740986,1 


Timeooints (hrs): 24 




UcMDaMK 


Group 


Group 


NonGroup 


NonGroup 


Discriminant 


GLGC ID 


Acc 


Mean 


SD 


Mean 


SD 


Score 


5602 


AI232611 


1266 


120 


215 


232 


99 


9929 


AI013834 


1157 


154 


513 


138 


99 


22604 


AA945578 


3212 


610 


986 


435 


99 


12157 


K01721 


1472 


350 


509 


1099 


99 


15577 


AA924557 


3114 


40 


1835 


663 


99 


15850 


AI236795 


1835 


108 


858 


301 


99 


1793 


D13912 


1869 


112 


875 


648 


99 


21354 


AA899721 


2463 


381 


385 


393 


99 


20915 


AF001898 


1373 


278 


406 


273 


99 


14763 


AA944481 


1777 


110 


506 


379 


99 


21341 


AA850195 


1507 


72 


818 


296 


99 


10887 


Z83757 


65 


1 


110 


28 


99 


9931 


S83279 


912 


81 


472 


123 


98 


1858IY09333 


243 


90 


26 


187 98 


21750 


AI009663 


401 


55 


135 


60 98 


20555 


U26033 


886 


217 


295 


153 98 


25500 


S63458 


78 


4 


154 


37 98 


4272 


AI231309 


327 


49 


39 


88 98 


15085 


AI233829 


3317 


397 


1505 


428 98 


24665 


AI009098 


51 


9 


174 


76 


98 


22083 


AA850587 


97 


8 


12 


38 98 


21010 


AA925306 


1495 


116 


623 


285 98 


16703 


Al 179300 


2323 


177 


1206 


370 98 


19852 


AA946053 


54 


1 


41 


20 98 


6409 


AA858910 


193 


5 


105 


46 98 


1977 


J05470 


697 


63 


300 


113 98 


17847 


AI1 78214 


1109 


68 


729 


141 98 


18891 


AA924598 


569 


65 


273 


166 98 


16546 


AA800120 


344 


20 


178 


63 98 


16518 


Al 1 76546 


1353 


182 


544 


195 98 


14070 


AI232649 


180 


1 


167 


56 98 


15579 


M33648 


3552 


356 


1231 


818 98 


18957 


D00512 


670 


144 


311 


98 98 


7665 


AI030668 


279 


10 


164 


73 98 


4207 


AA945591 


186 


9 


466 


244 98 


9905 


AA891774 


769 


9 


505 


140 98 


355 


S66024 


22 


2 


70 


33 98 


22851 


AA925204 


70 


1 


97 


56 98 


21729 


AA946532 


1658 


628 


474 


235 98 


4067 


AA924813 


157 


1 


143 


79 98 


12156 


K00996 


1279 


410 


460 


980 98 


40 


U02096 


830 


205 


315 


129 98 


22602 


AF044574 


373 


68 


127 


69 98 


16416 


AA875098 


62 


3 


108 


39 98 


18890 


AA899964 


1488 


203 


688 


317 98 


21355 


AM 05094 


1996 


627 


301 


296 98 


20802 


AI059508 


39 


6 


127 


47 1 98 
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TABLE 3P: DIOXIN Document Number 1740956.1 



Timepoints (hrs): 168 


GLGC 


SenBank 


3roup 


jfO u p 


>iunijruup 


^onGroup 


Discriminant 


ID 


Acc 


Mean 


3D 


Wean 


SD 


Score 


15188 


D 16302 


309 


12 




30 


100 


11724 


M1 02812 


7 


1 


100 


49 


100 


15599 


X75253 


987 


8 


498 


152 


100 


9842 


U94856 


3961 


210 


1162 


620 


100 


11372 


Al 137995 


597 


47 


12 


14 


100 


23192 


AA891107 


72 


1 


192 


62 


100 


12306 


AA944898 


45 


5 


1081 


502 


100 


4007 


AA926066 


273 


8 


64 


36 


100 


13185 


U23055 


1439 


190 


29 


28 


100 


^ 9841 


U94856 


4423 


113 


1503 


852 


100 


2922 


AA996816 


133 


8 


24 


22 


100 


3664 


AI171289 


450 


19 


171 j 46 


100 


70 


M58308 


113 


9 


389 


116 


100 


24644 


J03637 


1957 


144 


47! 


55 


100 


15703 


AB009372 


10 


3 


133 


40 


100 


1559 


U28504 


237 


12 


78 


32 


100 


193 


Ah 76856 


4147 


1365 


25 


62 


100 


191 


U09540 


2495 


514 


60 1 52 


100 


190 


U09540 


2765 


442 


-43 


35 


100 


15107 


AI233220 


11779 


470 


3744 


2644 


100 


13187 


U23056 


1806 


345 


38 


21 


100 


23851 


Al 136862 


901 


55 


409 


130 


100 


20703 


K03241 


5465 


178 


390 


492 


100 


15098 


M31837 


43 


1 


124 


34 


100 


1869 


J03959 


2950 


247 


888 1 425 


100 


16366 


AA892888 


2467 


161 


614 


306 


100 


21489 


AA851443 


1024 


199 


109| 98 


100 


3693 


AI011448 


927 


139 


213 


97 


100 


179 


D17809 


42 


8 


147 35 


100 


19129 


AA943990 


922 


68 


439 94 


100 


18027 


AF039212 


576 


208 


57 


24 


100 


4245 


AA818692 


1993 


270 


737 


150 


100 


23584 


AA955071 


756 


55 


203 


90 


100 


588 


X69834 


1923 


127 


720 


325 


100 


699 


U55765 


1173 


25 


479 


160 


100 


16367 


AA892888 


5011 


664 


1047 


659 


100 


14231 


Al 072358 


922 


159 


44 


50 


100 


18028 


D38062 


719 


212 


10 


29 


100 


21488 


U32575 


362 


136 


43 


21 


100 


4381 


H33003 


187 


31 


-57 


53 


100 


9889 


Al 044621 


5330 


633 


1705 


537 


100 


6143 


AI105167 


7928 


967 


855 


386 


100 


20429 


J05035 


101 


12 


499 


239 


j 100 


19443 


AA892832 


3167 


255 


966 


464 


100 


15252 


Al 178605 


845 


5S 


342 


118 


100 


1127 


AB003400 


-1 


1 


124 


72 


100 


1071C 


Al 030494 


64C 


11S 


159 


62 


100 


2459C 


M35299 


-24 


1 


34 


3£ 


100 


29C 


J05499 


37 


7 


213 


64 


100 


1026C 


S81497 


58 


£ 


19C 


5C 


100 



200 





TABLE 3P: DIOXIN 






Document Number 1740956.1 




Timepoints (hrs): 168 














GLGC 


UcflDanK 


Group 


Group 


NonGroup 


NonGroup 


Discriminant 




ID 


Acc 


Mean 


SD 


Mean 


SD 


Score 




21238 


AI227935 


1241 


31 1 


410 


163 


100 




17831 


AI012017 




1 


91 


53 


100 




4561 


Al 102927 


1118 


88 


366 


103 


100 




19322 


AA851960 






483 


118 


100 




23520 


AA955305 


251 


5 


127 


48 


100 




6016 


AA818163 


9538 


2790 


2232 


685 


100 




3062 


AA998857 


10421 


2703 


3289 


873 


100 




22727 


AA925814 


8316 


941 


3365 


989 


100 




16364 


AA892251 


643 


144 


170 


64 


100 




24649 


AI234950 


328 


40 


124 


28 


100 




15379 


AI639162 


59 


11 


12 


9 


99 




5006 


AI229908 


97 


54 


-12 


11 


99 


fl 
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67 


7451 


Al 029450 




478 




239 


67 


18434 


AA924413 


561 


238 


770 


228 


67 


1335 


AI169105 


1126 


266 


Hlf 


219 


67 


3411 


AA998638 




464 




408 


67 


7252 


AI235058 


112 


55 


75 


25 


67 


23608 


A1233190 


587 


316 




139 


67 


15365 


AH 77598 


890 


324 


666 


131 


67 


6151 


AA819199 


24 


18 


10 


20 


67 


10184 


H33426 


95 


55 


130 


45 


67 


9136 


AA891226 


331 


88 




58 


67 


22283 


AA945172 


332 


136 


461 


161 


67 


20895 


Al 230549 


138 


77 




60 


67 


17104 


M29358 


491 


137 


Wi 


86 


67 


22604 


AA945578 


961 


687 


1000 


372 


67 


18349 


AA799744 


87 


43 


67 


20 


67 


21092 


AA800380 


2322 


913 


2692 


^ 609 


67 


17997 


AA800671 


167 


36 


197 


37 


67 


14191 


AA858924 


63 


4C 


66 


24 


67 


24225 


AA925490 


298 


1 \L 


35' 


80 


67 


24654 


AA8 19333 




3^ 


5- 


21 


67 


13874 


AI229832 


61 


3C 




17 


T 67 


12958 


AI177155 


882 


36' 


1l7 


335 


67 


5082 


D14015 


3C 


2( 




> 2C 


T 67 


22914 


AA924335 


97' 


33f 


> 113: 


3 25E 


67 


1525£ 


AM 781 35 


13f 


$ T< 


- 9 


36 


66 


6911 


D85035 


18^ 


\ 5' 


\ 221 


3 4£ 


j 66 


17896 


AA893905 


9' 


\ 3 


3 12 


2 36 


66 


96C 


) D10026 


17< 


1 6 


2 20 


3 4£ 


66 


2318J 


> AI230981 


11< 


3 7 


D 17 


5 8' 


66 


17875 


3 AI230741 


24 


5 8 


D 31 


7 95 


3 66 
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TABLE 3 GENERAL 






Document Number 1740956.1 


GLGC 


GenBank 


Group 


Group 


NonGroup 


NonGroup 


Discriminant 


ID 


Acc 


Mean 


SD 


Mean 


SD 


Score 


1973 


M60103 


271 


86 


347 


84 


66 


15089 


AI009752 


200 


123 


126 


52 


66 


1602 


U76379 


348 


121 


386 


81 


66 


23183 


Ah 44586 


177 


102 


228 


83 


66 


8490 


AI059962 


185 


95 


262 


94 


66 


15684 


AI171535 


461 


206 


329 


94 


66 


4703 


AI231606 


644 


398 


375 


163 


66 


25718 


X62145 


401 


101 


336 


69 


66 


6686 


Al 1761 30 


163 


62 


124 


34 


66 


23260 


Al 16961 7 


52 


62 


17 


33 


66 


293 


J05499 


179 


80 


221 


57 1 66 


24323 


Al 104798 


444 


143 


394 


65 


66 


22820 


AA848315 


363 


163 


246 


80 1 66 


11720 


AI232273 


817 


407 


752 


150 


66 


14676 


AI234615 


104 


u 38 


81 


30 


66 


9952 


AA891422 


205 


57 


171 


33 


66 


11303 


X12752 


35 


54 


74 


46 


66 


14234 


AA858928 


642 


187 


509 


112 


66 


7537 


AI029829 


55 


27 


76 


30 


66 


14670 


Al 175528 


1517 


594 


1164 


283 


66 


3433 


AI030339 


839 


562 


1072 


441 


66 


25057 


M58495 


24 


46 


-3 


14 


66 


8728 


AA818615 


112 


69 


72 


23 


66 


9032 


AH 79950 


713 


207 


580 


117 


66 


6471 


AA850706 


352 


180 


478 


164 


66 


15535 


D10755 


466 


119 


388 


85 


66 


2486 


AA964871 


420 


258 


498 


150 


66 


2084 


AA998151 


548 


210 


464 


108 


66 


18900 


AI233570 


956 


234 


790 


136 


66 


25069 


S82820 


282 


263 


142 


93 


66 


9433 


AI072917 


47 


96 


112 


h 94 


66 


4091 


AI169417 


346 


115 


280 


66 


66 


10229 


AI059618 


259 


164 


384 


180 


66 


19187 


AA851230 


159 


88 


105 


39 


66 


15879 


AI228313 


313 


150 


311 


59 


66 


2057 


Al 102579 


494 


194 


376 


95 


66 


5873 


AI045767 


241 


103 


302 


94 


l~ 66 


11455 


M24604 


80 


50 


50 


45 


66 


17419 


AI030524 


203 


87 


158 


53 


66 


17533 


D00636 


221 


109 


270 


89 


66 


21712 


AH 69249 


163 


75 


214 


78 


66 


15606 


AA944401 


494 


135 


579 


117 


66 


23106 


AH 45081 


39 


48 


17 


12 


66 


4917 


AA924140 


184 


67 


225 


53 


66 


20350 


AI232552 


203 


70 


243 


58 


66 


13682 


L38482 


188 


60 


146 


41 


66 


1430 


M84648 


66 


81 


104 


62 


66 


21078 


J02791 


499 


213 


546 


128 


66 


15081 


AA859218 


758 


234 


892 


176 


66 


1921 


E01524 


295 


165 


165 


78 


66 


13966 


AI231421 


212 


78 


164 


33 


66 


2539 


AH 11960 I 59 


66 


23 


24 


66 
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TABLE 3 GENERAL Document Number 1740956.1 
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3roup ( 


3roup t 


^onGroup I 


vJonGroup iDiscriminant 


ID Acc 


Vlean 


3D f 


Vlean 5 


3D (Score 


2242 AI0 12635 


2285 




2°63 


731 


66 


17091 U73174 


76 


II" 


48 


22 1 66 


20862 E01415 


220 




258 


69 66 


1 9067 AA859663 


110 






40 66 


25370 L1 6995 


113 


7A~ 


154 


69 66 


4896 AA924000 


1526 





1699 


277 


66 


15759 AF089825 


143 




170 


59 66 


17962 AB01 2230 


69 


vi~ 

TZit 


84 


26 66 


6791 AA945613 


3078 





4013 


1018 


66 


4462IAA866264 


127 







80 66 


7161 AI233407 


67 


46 


42 


18 


66 


2388 AI01 1806 


1904 


^ZT 




304 66 


15098 1 M31 837 


104 


^ 


128 


31 66 


3266 Al 171 948 


179 


ifz 


148 


32 


66 


19249 AA997342 


244 


124 




53 


66 


9942 AA942697 


390 


^ 


3W 


72 


66 


5979 1 AA8 17990 






69 


20 


66 


6783 


AA996463 


— 





52 


23 


66 


11660 


Al 178944 




112 


Zfi 


88 


25 


66 


2670 


AI012552 


132 





Ill 


93 


66 


2079 


L14462 


189 


52 




41 


66 


11324 


AA964832 


238 


86 


OCR 


76 


66 


24181 


Al 103320 


120 


64 


7R 

H 


26 


66 


8132 


AI060050 


62 


32 




20 


66 


19728 


Al 170394 


461 


205 


coo" 




^ 


66 


13434 


Al 172552 


43 


42 






66 


1698 


J02679 


309 


^ 


157 


69 


65 


22196 


U21719 


79 





52 


24 


65 


24501 AI232006 


630 


15~ 


524 




65 


23502 AA998025 


95 


66 


llH 


61 


65 


5723 AI045191 


822 


465 




440 


65 


1884 D50695 


185 


54 


TZc 


26 


65 


2468 AA964807 


292 


10£ 


— r 


62 


65 


7776 AI028963 


119 


58 


Of 


41 


65 


4229IAA946057 


1126 


439 


^2 


316 


65 


16809 X58828 


57 






21 


65 


17107 Al 178582 


2787 


1171 


Sir 


715 


65 


9963 AI045 144 


554 






264 


65 


8339 Al 145761 


66 




^ 


34 


65 


17530 AA963839 


19^ 


9S 




80 


65 


16216 AA955392 


24C 


138 


Tfi^ 




56 


65 


2913 AI232272 


98S 


22C 


1096 


156 


65 


21164 AM 37488 


32C 


22J 




145 


65 


4190 AM 7701 6 


6^ 


42 


42 


17 


65 


23524 J04792 


10? 


) 56 


6? 


43 


65 


1920 M1 0068 


51 


27C 


5 31" 


129 


I 65 


3467 


AI237835 


10" 


r 6 


13' 


l 52 


I 65 


11153 


M91652 


42 


5 17: 


> 49< 


3 13£ 


65 


23606 


U05784 


44 


l 23 


) 30 


) 97 


65 


23297 


Al 028953 


43' 


I 15 


D 34 


5^ 9i 


65 


15007 


AA900236 


40 


3 9 


3 47 


d ioe 


65 


64 


M60655 


11 


3 3 


7 13 


9 3' 


65 
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TABLE 3 GENERAL 






Document Number 1740956.1 


GLGC 


Gen Bank 


Group 


Group 


NonGroup 


NonGroup 


Discriminant 


ID 


Acc 


Mean 


SD 


Mean 


SD 


Score 


16465 


AA901042 


311 


104 


394 


96 


65 


13785 


AI228970 


37 


30 


24 


12 


65 


8303 


AI059352 


114 


88 


144 


54 


65 


5608 


AA819041 


144 


68 


103 


30 


65 


22370 


AA944158 


222 


188 


252 


82 


65 


11067 


AI012397 


90 


46 


68 


29 


65 


21462 


AA851261 


327 


90 


264 


76 


65 


10019 


Al 178756 


207 


112 


151 


52 


65 


211 


AA945453 


630 


414 


1060 


594 


65 


17768 


AM 051 96 


714 


169 


820 


139 


65 


25281 


D30804 


168 


46 


145 


29 


65 


15188 


D 16302 


173 


41 


183 


27 


65 


23847 


AA956723 


97 


42 


81 


54 


65 


14959 


U03390 


493 


139 


399 


93 


65 


6188 


AA818774 


423 


135 


515 


113 


65 


9267 


AI072384 


1670 


724 


1829 


446 


65 


23035 


AA945712 


524 


323 


597 


161 


65 


16704 


AA686132 


543 


335 


619 


227 


65 


10018 


AA924622 


207 


103 


157 


53 


65 


4444 


Al 1 00882 


473 


374 


636 


300 


65 


2161 


Al 176592 


591 


492 


327^ 


181 


65 


21510 


AA851620 


320 


291 


164 


121 


65 


23596 


Al 105435 


1227 


462 


1435 


313 


65 


24048 


Al 170570 


554 


300 


520 


127 


65 


6166 


Al 13651 6 


67 


55 


96 


46 


65 


7225 


A1013657 


290 


151 


319 


80 


65 


9067 


AI070087 


776 


281 


596 


159 


65 


3143 


AI232408 


309 


104 


371 


87 


65 


1678 


M96674 


110 


38 


132 


31 


65 


2629 


Y00396 


56 


63 


30 


15 


65 


2702 


AA957307 


299 


157 


213 


56 


65 


6472 


Al 175880 


-34 


87 


46 


110 


65 


12606 


M59861 


540 


298 


583 


212 


65 


22634 


AA945722 


24 


28 


38 


24 


65 


5920 


AI169163 


489 


424 


455 


165 


65 


22840 


AI009676 


861 


373 


799 


206 


65 


15097 


AI009405 


23 


28 


42 


24 


65 


18990 


S72506 


55 


73 


19 


22 


65 


4674 


AA899847 


405 


212 


549 


196 


65 


16610 


D28557 


174 


85 


133 


46 


65 


25701 


X57986 


121 


39 


150 


38 


65 


1523 


D26439 


183 


42 


207 


36 


65 


4592 


J02646 


177 


62 


142 


28 


65 


6164 


Al 170597 


323 


120 


356 


77 


65 


22846 


AA923982 


1091 


334 


1226 


237 


65 


15283 


AA858548 


768 


321 


608 


137 


65 


18886 


AA943785 


202 


69 


165 


50 


65 


4232 


AI012958 


101 


100 


94 


31 


65 


13229 


AA858760 


167 


75 


187 


47 


65 


20123 


AI072214 


239 


127 


329 


98 


65 


24648 


M74054 


87 


24 


104 


24 


65 


6071 


AA892675 


220 


99 


230 


54 


65 
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1 ABLE 3 GENERAL " Docume it Nui ib< "■ 1740956 1 



Gl ' »C 


GenBank 


Group 


Group 


NonGn ji- 


No nG roup 


Discriminant 


NHB 


Acc 


Mean 


SD 


Mean 


SD 


Score 


14502 


AI232339 


198 


65 


155 


39 


65 


4205 


AI011982 


235 


121 


165 


57 


65 


17473 


AI009806 


235 


100 


197 


49 


65 


12463 


AI232706 


426 


130 


369 


63 


65 


13353 


AM 75508 


236 


78 


295 


56 


65 


8860 


AA945915 


255 


118 


333 


104 


65 


6778 


AA964763 


65 


34 


45 


29 


65 


15313 


AA875126 


57 


52 


26 


18 


65 


16320 


AA859899 


87 


29 


111 


29 


65 


10378 


AI233300 


1513 


635 


1524 


388 


65 


3023 


Al 170795 


314 


124 


390 


101 


65 


3242 


AA997596 


35 


52 


67 


59 


65 


19991 


Al 103956 


82 


43 


58 


24 


65 


9432 


AI072914 


67 


45 


44 


22 


65 


19150 


AA799461 


65 


31 


50 


16 


65 


22855 


AI236150 


224 


113 


266 


87 


65 


3417 


AI012337 


434 


148 


352 


82 


65 


6382 


AI009362 


108 


76 


65 


39 


65 


10532 


AI009602 


260 


128 


241 


74 


65 


23192 


AA891107 


230 


96 


182 


47 


65 


21353 


AA850247 


1169 


444 


1428 


304 


65 


1447 


X55986 


236 


56 


209 


35 


65 


19936 


AA956517 


482 


153 


569 


142 


65 


18755 


AI236599 


196 


73 


148 


51 


65 


15018 


AA964688 


76 


51 


50 


36 


65 


16125 


AF090134 


95 


46 


109 


33 


65 


21864 


H31144 


39 


21 


29 


14 


65 


12082 


AB016800 


243 


138 


290 


108 


65 


8808 


AI070132 


315 


148 


400 


112 


65 


7344 


AI028942 


129 


65 


177 


55 


65 


22011 


AI176212 


92 


41 


70 


20 


65 


4879 


AA923852 


81 


54 


120 


52 


65 


19992 


Al 170777 


750 


274 


599 


147 


65 


4383 


Al 177056 


75 


48 


84 


29 


65 


6032 


AA818258 


60 


37 


87 


42 


65 


15374 


H34186 


165 


53 


130 


32 


65 


268 


U67908 


31 


31 


37 


18 


65 


6291 


Al 144797 


918 


288 


1049 


226 


65 


9029 


D30804 


361 


97 


299 


62 


65 


410 


AI008974 


141 


I 92 


176 


71 


65 


671 


U04808 


16 


19 


29 


18 


65 


21601 


AA943997 


139 


90 


101 


38 


65 


16492 


Al 0703 15 


777 


326 


961 


230 


65 


1571 


U05014 


84 


62! 50 


31 


65 


11485 


AI235348 


45 


44 


23 


37 


65 


12523 


D21800 


183 


61 


146 


36 


65 


4588 


AB009636 


47 


41 


55 


16 


65 


5496 


AF080468 


339 


158 


406 


113 


65 


382 


AF080507 


235 


78 


270 


60 


64 


22211 


Al 104279 


635 


209 


504 


98 


64 


3905 


AH 03403 


489 


236 


366 


97 


64 


18107 


X94242 


319 


73 


276 


55 


64 
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TABLE 3 GENERAL 






Document Nun 


nber 1740956.1 


GLGC < 
ID i 


SenBank < 


3roup IGroup I 
Wean SD I 


slonGroup f 
Wean i 


vJonGroup 1 

3D... i 


Discrimi nant 
Score 


19269 > 


\A851785 


494 


155 


398 1 


87 


64 


6108 ; 


\A891873 


130 


43 


106 


27 


64 


5696 J 


M045116 


230 


118 


283 


87 


64 


12314 / 


\A945596 


2076 


993 


2157 


463 


64 


21851 > 


\A859330 


378 


192 


467 


160 


64 


7022 


\\ 176041 


64 


54 


29 


27 


64 


22747 


M171832 


34 


23 


49 


—i 


64 


25078 


J33540 


260 


84 


314 


85 


64 


17349 


M 179987 


932 1 


384 


783 


193 


64 


18128 


AA891800 


1061 


30 


129 


27 


64 


3256 


Al 169479 


1227| 


413 


980 


192 


64 


8520 


AI060052 


291 


112 


347 


87 


64 


8438 


AA892986 


82 J 


47 


107 


37 


64 


12551 


AI230056 


214 


110 


244 


69 


64 


20864 


AF045464 


439 


363 


324 


156 


64 


13701 


Al 2301 80 


84 1 


28 


68 


20 


64 


8210 


S61960 


179 


98 


114 


51 


64 


475 


AI233828 


892 


250 


1050 


175 


64 


23836 


Al 105088 


61 


55 


35 


24 


64 


20056 


AI639504 


99 


28 


118 


27 


64 


18991 


AA945082 


35 


35 


20 


13 


64 


9595 


Al 136630 


177 


91 


179 


53 


64 


5464 


AI044345 


242 


163 


306 


133 


64 


9719 


AI071722 


229 


119 


152 


84 


64 


4781 


AI233925 


193 


91 


147 


43 


64 


11326 


AI029015 




47 


104 


43 


64 


23682 


AI234973 


298 


112 


228 


81 


64 


2297 


Al 103602 


825 


331 


1016 


290 


64 


4115 


AI008890 


106 


104 


70 


67 


H 64 


19438 


AA8 19450 


248 


184 


347 


170 


64 


14013 


AI231992 


83 


62 


42 


47 


64 


17386 


AI169144 




124 


157 


61 


64 


11057 


AI071509 


71 


46 


I 43 


31 


64 


18038 


U39943 


190 


72 


230 


55 


64 


13332 


AA893080 


175 


78 


218 


65 


I 64 


21090 


AB005547 


134 


60 


146 


39 


64 


23448 


AA925167 


1502 


1245 


869 


67^ 


64 


16007 


AF062594 


25 


21 


12 


V 


64 


21305 


AA893082 


135 


41 


161 


4C 


64 


2818 


AI179144 


361 


103 


298 


57 


64 


1105C 


AA956164 




237 


504 


14C 


64 


828C 


AI059290 


135 


97 


9C 


3£ 


64 


10281 


AI059947 


102 


72 


147 


6£ 


64 


2160^ 


AI013913 


731 


268 


89? 


221 


64 


1066" 


AI236366 


121 


26? 


-31 


AY 


64 


1 566; 


Al 175566 


81 


5€ 


>r 5c 


) 2( 


) 64 


1531; 


> AA875126 


34 


3E 


> 1C 


\ 1: 


3 64 


1937C 


) AA963797 


237 


8 


28: 


> 6( 


5 64 


149 


5 U56839 


171 


li 


3, 17: 


3 4 


5 ~64l 


1410 


I AI232131 


42E 


12: 


2 48 


3 9 


5 64 


1256 


I AA964533 


116 


5 


Z 9 


2 


9 64 


2341 


7 AB022209 


23E 


7 


I 19 


% 3 


% 64 
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TARLE 3 GENERAL ' Document Nun 


nber 1740956.1 
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SenBank < 


3roup ( 
Wean 


3roup t 
5D 1 


sIonGroup t 
Wean > 


<JonGroup I 
5D 5 


Discriminant 
Score 


S515 > 


\A849917 


726 


351 


772 





64 


22866 > 


\\ 233754 


389 


118 


307 





64 


1928 I 


J 10357 


221 


88 


262 


9^7 " 


64 


18562 ; 


\I175515 


976 


255 


1 139 





64 


4312 / 


\BQ 10635 


122 


149 


44 





64 


1460 


376054 


289 


133 


226 


43 1 


64 


19993 


M 170777 


510 


206 


376 


140 


64 


13167 


\\ 145832 


95 


40 


115 


33 


64 


2330 


AA964292 


32 


19 


23 


18 


64 


20422 


AH 11858 


3 


34 


28 


37 


64 


1557 


AB000216 


37 


24 


50 


21 


64 


14594 


AI236152 


32 


44 


47 


31 


64 


18036 


U40004 


207 


86 


256 




64 


14987 


AA858640 


554 


202 


454 


117 


64 


15465 


AI236280 


587 


191 


700 


168 


64 


24170 


AH 45601 


85 


54 


120 


50 


64 


6390 


AA858821 


84 


58 


50 


30 


64 


4107 


AA899109 


167 


128 


180 


48 


64 


11876 


AI009321 


84 


63 


51 


25 


64 


23299 


AH 76839 


286 


229 


166 


69 


64 


23080 


AA957423 


824 


494 


1105 


435 


64 


2888 


AA924902 


2379 


1111 


2655 


600 


64 


1653 


A1233806 


365 


104 


411 


91 


64 


11152 


M91652 


244 


115 


291 


79 


64 


24138 


AH 691 60 


105 


32 


90 


21 


64 


16126 


AF090134 


18 


18 


24 


14 


64 


18927 


AA848813 


896 


610 


551 


204 


64 


25814 


M59460 


98 


51 


144 


59 


64 


3516 


Al 175064 


175 


102 


155 


52 


64 


16053 


AI228596 


374 


526 


124 


61 


64 


17721 


AA945762 


256 


101 


315 


84 


64 


16449 


M95591 


216 


163 


299 


125 


64 


14939 


AI228557 


69 


54 


43 


25 


64 


22303 


Al 179779 


72 


42 


84 


35 


64 


4242 


AA893325 


344 


172 


444 


15^ 


64 


3434 


A1232014 


597 


380 


756 


317 


64 


1452C 
2423C 


AH 78785 


740 


289 


907 


268 


64 


AA964756 


694 


294 


855 


217 


64 


17664 


AI234496 


381 


271 


23S 


9C 


64 


2079' 


AA924310 


6ie 


24C 


74£ 


■ 177 


64 


1193" 


' AH 3721 8 


11S 


36 


98 


2C 


64 


592C 


AH 77638 


5C 


2* 


36 


r 


64 


1393: 


. AI230988 


21 


5 8f 


7" 


3S 


) 64 


1537 


AA875205 


28' 


7' 


I 23* 


41 


64 


1716 


AA892333 


72 


31 


1 52' 


1 8f 


5 64 


599 


3 Al 639501 






5 1 9f 


5j 4{ 


3 64 


1364 


5 X62166 


64< 


1 19 


3 52( 


Jj 15 


3 64 


2009 


3 A1639353 


13 


3 6 


* 10 


3 2 


3 64 


878- 


4 Al 103007 


15 


\ 8 


1 18 


I 5 


g7~ 64 


2306 


3 AA926036 


48 


1 27 


3 54 


3 17 


3 64 


451 


1 AA944348 


17 


3 8 


3|_ 19 


i 6 


2 64 


1018 


7 Al 176781 


18 


3 7 


9 23 


3 7 


5j 64 
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TABLE 3 GENERAL ^ . • 


Document Nun 


iDer i/hu^od. i 


GLGC 

ID J 


SenBank 
<Vcc 


3roup 
Vlean 


3roup 1 
3D 


vlonGroup I 

Vlean : ' ^n* ; • 


sJonGroup 
5D 


Discriminant 
Score 


19035 > 


\I236576 


291 


123 


220 


82 


64 


6945 i 


\1229467 


126 


38 


149 


32 


64 


15088 i 


M232613 I 98 


46 


74 


24 


64 


12108 


W848963 


273 


97 


317 


83 


64 


3233 




395 


148 


317 


68 


64 


22592 


aim ^74.n 

HIU 1 Of t-U 


85 


89 


36 


47 


64 


14738 


AM7RQQ^ 


1316 


501 


1356 


269 


64 


1901 


a &a-i iaAO 
<v\o 1 / o'ta 


583 


311 


668 


214 


64 


18837 


AH 71 CQO 


242 


105 


298 


88 


64 


6047 




-33 


107 


24 


91 


64 


9621 


A H -7CA QR 

All r o4oo 


280 


84 


230 


47 


64 


21052 


VI15481 


^if 


94 


279 


87 


64 


21822 


AI228642 




143 


331 


69 


64 


6501 


Al 009724 


H9 


254 


755 


280 


64 


14384 


AM 77096 


95? 


82| 214 


39 


64 


13317 


AM 03637 





37 


^| 


27 


64 


22876 


Al 1 72041 


— 


21 





17 


64 


3655 


AA818183 









31 


64 


17159 


J00797 




151 


90-} 

— 


84 


64 


9254 


AA892470 


T^a 


47 


l^t 


33 


64 


23224 


Al 146033 


94ft 


125 


179 


53 


64 


15654 


AA799501 


^TT 


118 


? 6 _^ l 


73 


64 


20880 


L46791 


HI 


159 


355 


118 


64 


15146 


AH 76969 




108 


2^ 


100 


64 


16943 


AI236097 


T77R~ 


496 


2116 


434 


64 


16684 


D 17445 


— 


118 


276 


64 


64 


356 


S66024 


Tin 


99 


143 


40 


64 


9674 


AH 78784 


^Sn 


497 


263 


217 


64 


14462 


AH 00871 


^ 


52 


55 


29 


64 


14910 


AH 1 /Do! 


176 


50 


150 


35 


64 


18421 


AA945617 


TTaq 


340 


1255 


203 


64 


16321 


AI231506 


T*T 


62 


115 


31 


64 


3082 


AA999172 




276 


133 


208 


62 


64 


1521 


M63122 


1^ 


85 


137 


43 


64 


1588 


S61865 




80 


209 


45 


64 


15281 


D13623 


237 


112 


182 


46 


j 64 


23579 


AH 71 802 


628 


167 


685 


116 


64 


15907 


AA996422 


223 


96 


281 


83 


64 


15192 


AI229508 




77 


134 


42 


64 


787C 


AI101319 


10C 


53 


120 


I 46 


64 


257£ 


D50694 


172 


48 


148 


2£ 


64 


15716 


U75689 


6£ 


31 


9C 


3C 


64 


31 4£ 


AI007881 


9£ 


5£ 


77 


3C 


64 


749 _ 


' Al 169302 


170C 


414 


1792 


266 


64 


1071C 


AI030494 


13? 


9e 


16£ 


5t 


64 


533J 


) AH 71 727 


68J 


58S 


, 45^ 


13f 


3 64 


1400: 


} S65555 


14' 


I 9C 


14f 


41 


>, 64 


1554: 


J AI231800 


26J 


) 11C 


201 


4- 


7 64 


1549( 


5 AI232370 


T 


r 21 


3 61 


> 1 


7j 64 


509 


AI073092 


21: 


I 10( 


) 285 


5 11. 


5 64 


2364< 


% AA957808 


6 


4: 


> 8 


5 3 


3 64 


2077 


5 AH 75494 


30 


3 12f 


3 26 


ft 7 


3 64 
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I *BI .E 3 GENERAL Docu ne nt Numbei 1741 195( .1 



GLGC 
ID 


Gei Ba lk 
Acc 


Group 
Mean 


HUH 


NonGroup 
Mean 


NonGroup 


Discriminant 
Score 


494 224721 


29 




5d 


37 


■ 


22310 AI102194 


221 


77 


178 


58 


64 


13294 


AI233731 


418 


150 


332 


84 


64 


5897 


AI045862 


31 


30 


14 


21 


64 


2296 


Al 11 2979 


812 


292 


955 


241 


64 


17368 


AA900548 


140 


73 


109 


35 


64 


2140 


Al 172272 


68 


54 


91 


45 


64 


15292 


AF012714 


189 


79 


147 


32 


64 


23440 


AA924881 


106 


119 


194 


142 


64 


16484 


AI169116 


86 


57 


67 


34 


64 


5952 


AA963102 


152 


146 


68 


45 


64 


4479 


A11 11599 


275 


173 


179 


75 


64 


4235 


Al 104524 


325 


110 


258 


59 


64 


13393 


AI234100 


73 


66 


108 


64 


64 


1431 


AI044610 


310 


236 


425 


180 


64 


4849 


AA901155 


725 


204 


601 


129 


64 


2653 


AA964319 


34 


33 


53 


32 


64 


6002 


AA818101 


96 


36 


73 


20 


64 


9309 


AA963794 


162 


96 


120 


46 


64 


12184 


Al 170621 


207 


69 


227 


47 


64 


10396 


AI070294 


141 


71 


120 


46 


64 


11150 


AA852004 


142 


78 


171 


63 


64 


23491 


AA944422 


141 


79 


130 


40 


64 


7436 


AA848354 


220 


130 


158 


56 


64 


18682 


AI059499 


473 


180 


375 


105 


64 


12223 


AI171266 


231 


66 


184 


50 


64 


6844 


AI009770 


38 


47 


58 


39 


64 


18829 


AA818796 


122 


78 1 


111 


35 


64 


23163 


AA925328 


22 


19 


32 


18 


64 


14254 


AH 03988 


35 


24 


23 


23 


64 


13382 


Al 101 527 


110 


84 


67 


36 


64 


22612 


AA945624 


262 


114 


318 


85 


64 


13618 


AI230724 


116 


52 


86 


24 


64 


23099 


Al 11 2365 


122 


60 


89 


29 


64 


43 


L23413 


325 


126 


, 361 


73 


64 


22548 


AA945031 


506 


275 


512 


189 


64 


17590 


AA892851 


137 


71 


103 


30 


64 


22503 


AA944823 


121 


77 


144 


54 


64 


24234 


U63923 


173 


105 


123 


34 


64 


1125 


D82071 


38 


23 


48 


19 


64 


12524 


D21800 


370 


98 


310 


65 


64 


15181 


AI235234 


69 


35 


81 


26 


64 


7859 


AI043660 


78 


32 


63 


28 


64 


7362 


AI029026 


747 


297 


906 


214 


64 


16416 


AA875098 


132 


70 


102 


23 


64 


23783 


AA892773 


383 


120 


448 


103 


64 


6638 


AH 37579 


67 


41 


83 


27 


64 


23536 


AH 75558 


61 


63 


28 


35 


64 


23203 


AA799971 


99 


46 


109 


34 


64 


17301 


M69246 


29 


44 


35 


23 


64 


17517 


L12383 


307 


92 


271 


51 


64 


17514 


AA925554 


401 


158 


504 


126j 64 
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fABLE \ GENEP \L 






Documenl mber 174095 


GLGC 


r. iBanl 


Group 


Group 


NonG , j 


NonGroup 


'!* I 5-'-:.-- , ir.: < - -■' t 


ID ' - 


Acc 


.'Jean 


en 


Mean 


SD 


Score 


23547 |A1 176734 


193 




156 






10310 


Al 176961 


319 


129 


248 


72 


63 


13282 


K03041 


169 


61 


213 


60 


63 


14021 


AA848834 


422 


222 


278 


162 


63 


18425 


AI230208 


814 


210 


917 


157 


63 


16780 


X62660 


292 


197 


265 


61 


63 


14258 


AI229902 


95 


57 


78 


25 


63 


8837 


Al 102849 


191 


69 


228 


52 


63 


5995 


AI232565 


27 


20 


39 


18 


63 


17448 


AI229637 


79 


48 


57 


31 


63 


25090 


X63594 


80 


45 


57 


29 


63 


373 


D86086 


375 


190 


393 


125 


63 


23320 


AA955164 


224 


123 


214 


70 


63 


13952 


AA858886 


47 


32 


40 


17 


63 


23865 


Al 102760 


44 


31 


64 


30 


63 


22351 


AA945867 


41 


55 


17 


18 


63 


11844 


AA859473 


43 


40 


62 


34 


63 


14528 


A1237718 


246 


104 


318 


104 


63 


15090 


AA859224 


8l1 


33 


64 


21 


63 


_J709Z 


AA893189 


108 1 


56 


82 


25 


63 


5059 1 


AI236947 


97 


107 


50 


35 


63 


21380 


AA800739 


93~! 


37 1 


73 


24 


63 


23512 


AA955282 


651 


271 


802 


238 


63 


22854 


AI112101 


1301 


360 


1458 




63 


17549 


AA892776 


564 


153 


473 


101 


63 


10533 


AI058430 


532 


257 


437 


136 


63 


20529 

: 


L32132 


216 


256 


101 


53 


63 


4005 


AM 77481 


153 


110 


186 


84 


63 


17832 


AI012182 


2182 


1181 


2668 


985 


63 


18672 


Al 1781 89 


105 


42 


79 


28 


63 


17753 


Al 103246 


210 


88 


169 


47 


63 


10999 


AI071110 


43 


33 


51 


23 


63 


20646 


AI237641 


345 


120 


272 


83 


63 


18831 


AH 04357 


2851 


1127 


2461 


635 


63 


16656 


Al 179634 


389 


95 


329 


85 


63 


17644 


AA924036 


119 


80 


134 


55 


63 


25725 


X62660 


149 


109 


136 


34 


63 


21382 


AA945708 


124 


55 


170 


62 


63 


23149 


AI171213 


41 


20 


31 


11 


63 


11191 


AI0 13042 


691 


655 


1129 


739 


63 


17684 


AA892345 


251 


98 


284 


64 


63 


16706 


Al 180032 


218 


92 


174 


43 


63 


9325 


AI072617 


202 


97 


154 


45 


63 


6438 


AA819269 


145 


72 


187 


60 


63 


15127 


[S56937 


724 


460 


484 


164 


63 


21993 


AA943149 


58 


36 


42 


16 


63 


6508 


AI013900 


' 397 


149 


333 


102 


63 


9128 


AI171611 


131 


63 


98 


28 


63 


23983 


A1229708 


865 


282 


950 


197 


63 


13574 


AA892557 


234 


72 


281 


81 


63 


21818 


AF036537 


31 


30 


16 


16 


I 63 


21679 


AA799691 


64 


32 


73 


24 


63 
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TABLE 3 GENERAL 






Document Nur 


iDer i / hu57»)o. i 


GLGC 


3enBank 


3roup 


3roup 


vionGroup 


MonGroup 


Discriminant 


ID i 




Mean 


3D 




3D 


Score 


23869 


J75397 


98 


119 


53 


49 


63 


13563 t 


U233773 


1187 


620 


1256 


293 


63 


11419 i 


\I171365 


41 


26 


29 


15 


63 


6502 


\\ 1 78283 


533 


152 


441 


105 


63 


17394 


J03969 




112 


267 


59 


63 


1801 


fivA858636 


90 


37 


69 


15 


63 


18890 


0A899964 


714 


568 


684 


222 


63 


12766 


M012505 


600 


223 


776 


214 


63 


10020 


AI045632 


125 


99 


147 


77 


63 


15011 


AA799893 


99 


39 


85 


26 


63 


355 


S66024 


67 


57 


71 


25 


63 


16419 


AA875102 


226 


65 


199 


35 


63 


1809 


AA946503 


304 


948 


6 


46 


63 


14109 


AI233227 


31 


17 


36 


13 


63 


21660 


AI169751 


1825 


1048 


1743 


480 


63 


17766 


AA851299 


433 


155 


437 


99 


63 


5360 


AI011763 


621 


236 


723 


199 


63 


12276 


AA892541 


24 


20 


38 


21 


63 


7067 


AI229655 


260 


78 


305 


66 


63 


18674 


AA849603 


123 


56 


150 


43 


63 


6919 


Al 01 0461 


451 


464 


241 


123 


63 


13446 


AI230625 


55 


52 


26 


19 


63 


6237 


AA819288 


579 


286 


653 


182 


63 


2133 


AA894193 


48 


23 


60 


23 


63 


22251 


AA957037 


90 


40 


79 


I 32 


63 


23868 


AF023087 


TT^ 


258 


152 


134 


63 


23872 


M18416 




138 


59 


60 


63 


19412 


AA849222 


469 


190 


366 


88 


63 


2619 


AI231290 


156 


79 


113 


48 


63 


11559 


AI030472 


290 


118 


342 


88 


63 


21933 


AI029057 


5110 


2449 


5109 


1727 


63 


21672 


AA891789 


381 


125 


327 


71 


63 


891 


U66322 


37 


78 


55 


41 


63 


23776 


AI060224 


103 


70 


132 


62 


63 


6826 


AI009493 


396 


210 


509 


188 


63 


7584 


AI043724 




686 


889 


415 


63 


3106 


AA997109 





54 


25 


27 


63 


21066 


D10587 


T- 


30 


66 


17 


63 


21839 


AI071644 


212 


122 


142 


40 


63 


13054 


AM 79560 


65 


25 


I 49 


2C 


63 


2373 


AA964455 


34 C 


181 


273 


91 


63 


7182 


AI010450 


17E 


64 


14S 


44 


63 


4452 


AI011196 


87E 


322 


108S 


281 


63 


791 : 


AI043849 


18C 


11C 


I 132 


46 


63 


18401 


AH 04300 





23' 


786 


152 


63 


21321 


AI233902 




52 


10E 




63 


2691 


AA965075 


196 


86 


146 


5E 


63 


21746 


$ AA850777 


7i 


I 4^ 


102 


46 


3 63 


18716 


5 M33329 


59$ 


3 39" 


' 636 


3 27' 


t 63 


871 1 


5 AI069920 


1756 


3 1296 


3 147' 


\ 39( 


5 63 


1570: 


5 AB009372 


13 


I 55 


) 13: 


I 3 


5 63 


647< 


) AM 69690 


110 


7 648| 111 


3 36 


63 
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TABLE 3 GENERAL ~ ■ Document Number 1740956,1 



GLGC 


GenBank 




Group 


NonGroup jNonGroup iDiscriminant 




ID 


Acc 


Mean 


SD 


Mean 


SD Score 




8592 


H 33491 


233 


109 


319 


78 


63 


23494 


A! 170967 


102 


48 


123 


43 


63 


17849 


AA900460 


1152 


408 


938 


219 63 


16450 


M95591 


191 


85 


231 


70 1 63 


23768 


AI011709 


214 


113 


159 


56 1 


63 


18369 


AA799645 


130 


56 


164 


41 


63 


21683 


M65149 


36 


49 


12 


15| 


63 


12577 


AI1 11344 


273 


297 


130 


88 1 63 


23656 


AI044533 


147 


60 


111 


51 


63 


6614 


AA848389 


771 


327 


1015 


234 


63 


23229 


AI234038 


399 


134 


324 


71 


63 


2587, 


AI232103 


1613 


575 


1763 


372! 


63 


19230 


AI059604 


204 


116" 


177 


82 


63 


17210 


AI233746 


98 


59 


69 


23 


63 


18529 


AI230716 


89 


69l 


62 


25 


63 


18205 


AI044836 


341 


91 


287 




63 


15558 


AA875537 


296 


96 


251 


50 


63 


21391 


AI013902 


154 


143 


73 


60 1 63 


4040 


Al 179993 


39 


32 


22 


18 


63 


22607 


AA945580 


779 


326 


924 


225 


63 


2352 


A! 104325 


472 


125 


548 


119 


63 


5460 


Al 176944 


80 


40 


107 


30 [ 


63 


13633 


AI012335 


524 


198 


402 


139| 63 


26051 


AA894316 


78 


40 


92 


31 


63 


21254 


AH 70059 


145 


54 


162 


42 1 


63 


5593 


AI230698 


105 


38 


88 


31 


63 


16397 


AA850155 


34 


24 


21 


21 


63 


4001 


Al 102070 


656 


130 


743 


123 


63 


13162 


Al 172269 


41 


95 


-11 


62 


63 


26045 


AA893803 


25 


17 


35 


141 


63 


16781 


AI234527 


345 


252 


322 


80 1 63 


9800 


AI072014 


128 


92 


86 


53l_ 


63 


11514 


AM 71 855 


239 


81 


210 


49 1 63 


17553 


Al 103643 


83 


44 


58 


39 


63 


1919 


Al 137856 


296 


160 


186 


77 


63 


15218 


AM 02495 


1625 


357 


1854 


348 


63 


15914 


AA99771 1 


86 


49 


56 


35! 


63 


7219 


AI232900 


1043 


247 


1189 


240; 


63 


16561 


Al 137862 


226 


65 


202 


39 


63 


13369 


D21132 


179 


38 


154 


29 


63 


18266 


AI234256 


873 


197 


811 


1271 


63 


14591 


AA892847 


70 


25 


84 


25 


63 


21400 


M36410 


269 


62 


282 


45 


63 


5999 


AA819138 


510 


220 


606 


174| 


63 


1841 


Al 11 3289 


81 


74 


46 


26 1 63 


15679 


AI011058 


169 


87 


130 


50 1 


63 


11483 


AF020618 


63 


83 


23 


22 


63 


24049 


Al 177341 


1819 


925 


1499 


378 


63 


7403 


AI029212 


1229 


567 


1569 


433 


63 


6816 


AM 03458 


153 


58 


123 


34 


63 


13782 


Al 177848 


, 56 


29 


67 


24 


63 


4801 


AA900981 


201 


64 


230 


50 j 63 
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TABLE 3 GENERAL Document Number 1740956.1 



GLGC ( 
ID J 


SenBank ( 

!^CC 1 


3roup ( 


3roup t 
3D I 


^JonGroup INonGroup 
Wean SD 


Discriminant 
Score 


13670|^ 


U227734 


87 


42 


110j 35 


63 


23078 U 
22375 U 


M229647 


81 


32 


98 j 27 


63 


M230046 


77 


41 


60 1 24 


63 


5789 AI044718 


90 


50 


69 1 58 


63 


17618 AI236786 


178 


49 


186 38 


63 




-VI I U I I DU 


322 


82 


275 58 


63 




AlUUyo/o 


214 


98 


164 62 


63 


14600 


AAoU 1 U f D 


151 


126 


106 28 




24433 


V1 16407 


43 


30 


29 20 


63 


18524 


t \Ay4bun / 


1036 


341 


1204 238 


63 




A A 


71 


41 


52 1 21 


63 


16898 


AM *7AO/10 


57 


25 


64 


18 


63 


20431 




212 


128 


275 


121 


63 


12616 


A /VQQ7KQQ 

AAyy/oyy 


44 


33 


51 


25 


63 


15383 


A AOKK'SKQ 

AAyooooo 


100 


53 


128 


44 


63 


4926 


Al 175034 


352 


118 


303 


89 


63 


5488 


AI229684 


735 


152 


805 


112 


63 


12965 


AI1 12926 


84 


71 


53 


28 1 6b 


3535 


AA9991 35 


21 


24 


9 


23 63 


22266 


AA945601 


1538 


482 


1660 


309 63 


2997 


Al 030545 


307 


166 


357 


109 63 


12628 


AA998123 


221 


124 


315 


148 63 


23029 




477 


364 


768 


455 63 


21 196 


AIU44of o 


16 


26 


22 


211 63 


16 




482 


310 


407 


123 63 


23245 


Al 179570 


484 


161 


438 


82 63 


23355 


AA848530 


98 


66 


61 


36^ 63 


5953 


AI171231 


394 


467 


140 


128 63 


14933 


H31 588 


52 


32 


66 


27 1 63" 


12613 


H31620 


125 


80 


86 


33 1 63 


22540 


AA924630 


2418 


901 


2801 


730 1 63 


7171 


AI012761 


222 


113 


231 


72 63 


1279 


U75916 


49 


34 


52 


19| 63 


22213 


AI234858 


364 


103 


328 


58 1 63 


22655 


AA944308 


58 


35 


41 


33! 63 


22142 


AA943066 


30 


27 


39 


21 


63 


23055 


AA942929 


62 


67 


91 


71 


63 


13697 


Al 17671 8 


50 


23 


59 


19 


63 


9150 


AI009198 


556 


161 


474 


104 


63 


23515 


Al 179498 


45S 


222 


348 


100 


63 


6295 


AA8 19672 


1302 


895 


1081 


276 


63 


26132 


A1009950 


256 


198 


143 


98 


63 


2677 


AA963443 


77 


4£ 


92 


41 


63 


21586 


X97772 


4C 


36 


J 24 


19 


63 


22081 


AA944818 


8i 


5C 


88 


32 


63 


2286' 


' AA892353 






236 


48 


63 


1910J 


> AA859230 


88' 


I 29 


J 757 


142 


63 


391 - 


r AI232970 


1655 


5 69 


3 1634 


422 


63 


593( 


) AA8 17688 


2 


J 2 


2 11 


13 


63 


241 0{ 


3 AI230728 


18 


5 6 


I 14E 


43 


63 


1455 


) AI1 04146 


4 


3 2 


3 26 


22 


63 


791 


3 AI043855 


53 


7 25 


2 62f 


5 177 


63 
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TABLE 3 


GENERAL - ' - Document Number 174095631] 


GLGC 
ID 


Acc 


Group 
Mean 


Group 
SD 


NonGroup 
Mean 


NonGroup 
SD 


Discriminant 
Score 


[ 5108 


AA925264 


16 


25 


26 


24 


63 


18141 


Al 17741 3 


436 


318 


288 


95 


63 


23360 


AA955104 


158 


66 


178 


49 


63 


1603 


X78855 


349 


142 


387 


101 


63 


25198 


AF069782 


35 


35 


18 


13 


63 


15286 


Al 169361 


506 


108 


452 


83 


63 


6057 


AI1 72102 


150 


150 


90 


52 


63 


20386 


U68562 


259 


106 


200 


54 


63 


1962 


AB000199 


239 


83 


286 


94 


63 


23344 


AA800034 


345 


132 


301 


70 


63 
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TABLE 3T: HYDRAZINE Document Number 1740956.1 



Timepoints (hrs): 3, 6, 24 



GLGC 


GenBank 


Group 


Group 


NonGroup 


NonGroup 


Discriminant 


ID 


Acc 


Mean 


SD 


Mean 


SD 


Score 


23709 


AI1 12173 


1101 


242 


149 


107 


100 


18383 


AA946421 


1709 


389 


690 


144 


99 


24798 


X06357 


1519 


253 


432 


102 


99 


24800 


M35270 


462 


85 


135 


48 


99 


24799 


E01050 


1196 


333) 


259 


65 


99 


17380 


AA799612 


501 


98 


228 


38 


99 


23710 


AI230614 


427 


158 


42 


51 


99 


956 


L21711 


721 


156 


254 


73 


99 


23711 


Al 176376 


1639 


606 


165 


173 


99 


20744 


J04171 


1141 


158 


270 


161 


99 


8182 


AA945608 


1203 


48 


1049 


519 


99 


4154 


AI009467 


556 


278 


69 


50 


99 


25567 


S85184 


546 


172 


129 


66 


99 


6697 


AI045340 


179 


38 


59 


21 


99 


3430 


S85184 


690 


1991 


206 


62 


99 


21043 


AI237813 


465 


225 


68 


42J 


99 


17227 


Z36980 


1414 


109 


1206 


642 


98 


5339 1 Al 171 727 


1793 


478 


486 


266 


98 


6477 J00735 


1694 


106 


1622 


1091 


98 


22204 Al 170820 


739 


370 


97 


58 


98 


21153 AI010632 


2087 


214 


1965 


1296 


98 


4155 


AI059014 


250 


152 


22 


25 


98 


6408 


AA858902 


63 


36 


7 


11 


98 


14997 


J03572 


814 


304 


233 


136 


98 


11137 


K00750 


792 


145 


327 


96 


98 


4234 


AB016536 


1161 


206 


449 


160 


98 


23576 


X72757 


1115 


93 


964 


474 


98 


1549 


J05519 


411 


141 


173 


43 


98 


12119 


AA849354 


360 


104 


120 


49 


98 


15621 


J04473 


663 


153 


309 


67 


98 


18727 


D13978 


1423 


224 


555 


235 98 


23544 


AA875233 


1094 


73 


992 


462 98 


15292 


AF012714 


359 


103 


153 


42 


98 


15558 


AA875537 


524 


125 


257 


57 


98 


16163 


D 13309 


648 


89 


364 


76 


98 


9841 


U94856 


1671 


208 


1510 


868 


98 


5989 


AA956907 


352 


40 


179 


58 


98 


24219 


L27843 


759 


196 


298 


100 


98 


21757 


AI007656 


140 


29 


45 


25 


98 


25805 


E01050 


133 


31 


63 


18 


98 


6013 


AA818144 


1464 


147 


1384 


881 


98 


13959 


AI236696 


171 


45 


13 


60 


97 


4090 


S63233 


976 


275 


457 


109 


97 


17394 


J03969 


593 


150 


277 


69 


97 


6044 


AI011285 


1316 


200 


695 


195 


97 


19407 


X02610 


894 


220 


450 


116 


97 


11828 


Al 17041 8 


81 


31 


14 


17 


97 


15872 


L28135 


910 


170 


382 


132 


f 97 


5990 


AA956907 


617 


95 


332 


91 


97 


15371 


AA875205 


400 


39 


242 


51 


97 
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|TABLE 3T: HYDRAZINE Document Number 1740956.1 



TimeDOints fhrs): 3, 6,24" :' ' " ' ' : ! ; '• ' : " ' • 


GLGC 
ID 


GenBank 
Acc 


Group 
Mean 


3 roup 
5D 


>iornjr uup 
Mean 


MonGroup [ 
3D \i 


)iscnminant 

Score 


19332 


X02918 


1149 


106 


1042 


530| 


97 


17938 AI01 0332 


430 


77 


200 


81 


97 


634 K01932 


1249 


142 


1119 


612 


97 


22545 AI009747 


610 


157 


217 


105 


97 


7416 AI230458 


820 


98 


1219 




18000 U 19485 


1453 


156 


1504 


963 96 


21015 X04229 


2071 


311 


2060 


1473 96 


10055 AI058291 


98 


49 


31 


22 1 96 


15106 X57529 


1565 


164 


1287 


708 96 


17211 M34331 


1018 


118 


943 


489 96 


15080 AH 02045 


316 


55 


647 


151 96 


17742 AA866302 


1381 


150 


1461 


976 96 


7864 D1 0874 


1265 


205 


687 


189 96 


4355 AH 03410 


134 


79 


416 


106 96 


17507 J03583 


525 


71 


333 


74 96 


20945 AH 71 085 


968 


59 


787 


349 96 


14346 M31 109 


1194 


160 


1090 


547 95 


20716 M94548 


1205 


166 


1185 


665 95 


25644 U77931 


516 


79 


273 


102 95 


24251 AA955887 


1038 


756 


66 


93 1 


95 


7804 A1233771 


208 


118 


-4 


61 


95 


20427 


X53378 


1014 


161 


575 


171 


95 


22311 


AH 76007 


512 


285 


174 


63 


95 


24801 


M35270 


1207 


291 


361 


92, 


95 


24797 


D13667 


516 


309 


71 


40 


94 


958 


U72741 


807 


316 


245 


62 


94 


23471 


AA955162 


296 


209 


35 


40 


94 


18713 


AI012604 


538 


115 


273 


102 


94 


1869 


J03959 


1049 


110 


892 


439 


94 


1995 


AF038870 


1616 


214 


1395 


1100 


94 


2789 


AI234949 


318 


115 


73 


44 


94 


24825 X02741 


1177 


130 


630 


292 


94 


957 U72741 

21042 AA799814 


264 


94 


99 


30 


94 


*~ 305 


110 


64 


30 


94 


15642 Al 177503 


809 


240 


294 


74 


94 


3498 AI069912 


j 300 


103 


63 


39 


94 


1597 AF01 4503 


61C 


26S 


104 


77 


94 


15599 X75253 


796 


4£ 


497 


152 


94 


4723 AF093773 


1181 


152 


623 


221 


94 


3302 AA997905 


595 


196 


227 


72 


94 


2040 AA799700 


774 


31E 


' 192 


77 


94 


17908 AI014163 


341 


136 


6e 


j 54 


94 


11314|AA799656 


25£ 


66 


I 101 


23 


94 


7913 AI043849 


46E 


> 19' 


' 136 


56 


94 


21625 Al 17901 2 


1496 


$ 26^ 


> 139J 


> 819 


94 


210531M15481 


126: 


I 15^ 


I 139C 


J 958 


94 


19143 AA946531 


100 


27 


) 40^ 


I 122 


l 94 


2342 AA964336 


40 


13 


7 11^ 


t 4£ 


94 


5034 Al 17061 3 


961 | 18 


3 54" 


7 17£ 


94 
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TABLE 3U: INDOMETHACIN Document Number 1740956.1 



Timepoints (hrs): 48, 72 



GLGC 


GenBank 


Group 


Group 


NonGroup 


NonGroup 


Discriminant 


ID 


Acc 


Mean 


SD 


Mean 


SD 


Score 


1995 


AF038870 


110 


119 


1407 


1093 


99 


6381 


AA858768 


51 


32 


-2 


34 


99 


10071 


AI639058 


82 


7 


40 


22 


99 


19053 


D12770 


110 


26 


35 


33 


99 


15002 


Al 169327 


296 


67 


138 


54 


99 


13138 


AI233552 


95 


51 


1 


23 


99 


6143 


Al 1051 67 


128 


59 


880 


531 


99 


25746 


X80778 


40 


9 


6 


12 


99 


17480 


U31598 


174 


45 


76 


27 


99 


16993 


AA799560 


188 


35 


813 


375 


99 


8597 


AA818593 


239 


34 


108 


37 


99 


19438 


AA819450 


46 


17 


330 


176 


99 


15872 


L28135 


120 


36 


389l 


140 


98 


3895 


AA894029 


131 


35 


36 


27 


98 


19031 


AI070532 


442 


325 


17i 


98 


100 


12606 


M59861 


172 


30 


578 


230 


99 


5176 


AA998722 


81 


47 


-46 


38 


99 


26320 


AI234927 


139 


43 


20 


31 


98 


1472 


U26356 


61 


5 


-5 


25 


99 


22515 


AA900582 


880 


248 


114 


323 


99 


21092 


AA800380 


1213 


| 119 


2631 


685 


99 


12797 


AA800790 


100 


22 


28 


18 


99 


15003 


Al 169327 


179 


45 


-1 


52 


99 


16885 


AI105188 


574 


110 


1678 


449 


99 


12551 


AI230056 


51 


13 


240 


78 


99 


13283 


M11266 


188 


36 


695 


303 


99 


1175 


X79081 


-8 


33 


506 


321 


99 


15517 


D42145 


135 


32 


43 


18 


99 


5175 


AA818951 


220 


62 


48 


54 


99 


19004 


Al 175875 


474 


124 


147 


60 


99 


20783 


AI171966 


229 


65 1 61 


40 


99 


14840 


AI237698 


247 


79 


71 


42 


99 


12736 


AI233972 


228 


74 


70 


35 


98 


17684 


AA892345 


113 


8 


279 


72 


99 


8317 


AA892234 


130 


16 


488 


178 


99 


9267 


A1072384 


560 


104 


1807 


506 


99 


2005 


D29646 


109 


19 


28 


18 


99 


2505 


M 16235 


171 


53 


585 


205 


99 


11465 


AI236084 


414 


60 


142 


109 


98 


20869 


M32062 


243 


64 


67 


38 


99 


20816 


M58404 


555 


123 


207 


90 


99 


9223 


M36151 


291 


100 


98 


37 


98 


23321 


AA892821 


94 


11 


221 


I 52 


99 


20868 


M32062 


195 


53 


51 


31 


99 


22511 


M22670 


558 


189 


-5 


48 


99 


4914 


AM 12086 


76 


41 


500 


154 


99 


18453 


D17370 


107 


15 


491 


212 


99 


1748 


M84488 


73 


14 


8 


12 


99 


11422 


AA799812 


68 


16 


11 


10 


99 


18387 


AI237731 


107 


28 


26 


26 


99 
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TABLE 3U: INDOMETHACIN 




Document Number 1740956.1 




Timeooints (hrs): 48. 72 - J^^^^i-^-.- 




GLGC 


GenBank 


Group 


Group iNonGroup 


'JonGroup 


Discriminant 




D 




Mean 


SD |Mean 


SD 


Score 




6366 


AA858716 


832 


207 


280 


109 


98 




4207 


AA945591 


1424 


533 


459 


227 


98 




21066 


31 0587 


141 


11 1 68 


20 


99 




794 


J68168 


158 


36 1 


606 


227 


99 




1572 


AH 78828 


175 


18| 81 


29 


99 




666 


M 10072 


60 


11 


12 


13 


99 




14311 


U 10699 


61 


19| 8 


10 


99 




6614 


AA848389 


141 


45 


974 


264 


99 




3121 


AI008160 


137 


55 


756 


242 


98 




6322 


AA818801 


147 


47 


16 


22 


99 




24712 


E01884 


116 


53 


-6 


17 


99 




6189 


Al 178027 


190 


109! 


4100 


2305 


99 




6615 


AA942889 


90 


34 


440 


120 


99 


SI 


2555 


D00913 


420 


58 


123 


45 


99 


S; 


7427 


J05122 


167 


27 


38 


30 


99 


2~I 


475 


AI233828 


441 


87 


1024 


196 


99 


:i: 


10015 


AF083269 


287 


43 1 


137 


40 


99 


?; 


6532 


AI234105 


322 


59 | 136 


38 


99 




15185 


X62952 


216 


57 1 


64 


43 


99 




72 


M57263 


175 


97 


-21 


23 


99 


;L 


18354 


X59859 


151 


28 


23 


31 


99 




4318 


AB005900 


46 


17 


5 


6 


99 




4439 


AA685175 


444 


86 


202 


46 


99 


==■ 


14600 


AA801076 


564 


219 


111 


48 99 




18709 


M32397 


31 


8 


-5 


10 


99 


r=j 


22690 


AA945970 


75 


47 


589 


217 


99 


ly 


9191 


AI072107 


66 


33 


711 


275 99 




6365 


AA899163 


193 


37 


52 


37 


99 




4636 


AA899491 


362 


74 


52 


60 99 




20879 


X65296 


64 


40 


500 


220 99 




16809 


X58828 


176 


31 


38 


27 99 




18352 


Z12298 


99 


25 


12 


18 99 




16416 


AA875098 


251 


57 


107 


37 98 




20123 


AI072214 


15 


20 


314 


107 99 




10016 


AF083269 


255 


41 


96 


42 99 




18038 


U39943 


86 


12 


223 


60 1 98 




25471 


M96630 


255 


36 


99 


45 


I 98 




4026 


AI233835 


958 


174 


375 


132 


98 




24237 


AA817726 


943 


204 


186 


112 


J_ 99 




5899 


Al 170038 


257 


102 


1267 


312 


99 




279S 


AI013778 


56 


8 


465 


225 


98 




12118 


AA892775 


544 


71 


221 


91 


99 




9582 


AI071185 


435 


105 


51 


6£ 


98 




3916 


Al 1 69947 


466 


88 


1624 


40£ 


| 98 




20354 


M 14369 


31S 


I 34 


5£ 


51 


98 




2421? 


L27843 


69" 


69 


30C 


10C 


J 98 




1221 


D11445 


551 


80 


2C 


8C 


5 99 
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TABLE 3V: 1ND0METHAC1N ' • • \ . ' Document Number 1740956.1 


Timepoints (hrs): 6, 24 




GLGC 
ID 


SenBank 
Acc 


Group 
Mean 


Group 
SD 


MUIIUI UUfJ 

Mean 


\i /-inform in 
SD 


Discriminant 
Score 


17588 


AA892849 


61 


9 


14 


27 


93 


9712 


AM 76836 


22 


14 


81 


33 


93 


17908 


AI014163 


142 


31 


67 


62 


93 


16579 


AA957143 


122 


15 


205 


64 


92 


21488 


U32575 


75 


9 


44 


27 


92 


12191 


D26073 


62 


7 


27 


28 


91 


13768 


AA819792 


83 


32 


-16 


58 


92 


19584 


X13905 


195 


25 


116 


44 


92 


16684 


D17445 


368 


32 


285 


80 


91 


10245 


AI059701 


62 


19 


135 


52 


91 


24596 


X16044 


116 


8 


83 


33 


90 


20652 


L14463 


49 


4 


29 


14 


90 


17379 


M 62388 


214 


33 


115 


61 


90 


17573 


AI013132 


29 


19 


148 


100 


90 


8274 


AI059270 


78 


17 


152 


59 


91 


18908 


AA849426 


116 


27 


252 


157 


90 


10829 


AI044467 


28 


6 


53 


25 


— 


24219 


L27843 


469 


76 


301 


110 


92 


11842 


AA858617 


48 


7 


26 


13 


90 


3847 


AA892036 


75 


10 


46 


20 


90 


1822 


AA8 17843 


102 


9 


66 


29 


89 


25644 


U77931 


403 


39 


275 


104 


90 


515 


X63854 


87 


9 


58 


21 


89 


21524 


AI012014 


-6 


12 


33 


28 


90 


18165 


AA892259 


50 


7 


30 


13 


89 


14827 


AI237404 


31 


20 


97 


48 


._ 90 


1427 


L38644 


69 


8 


39 


22 


89 


18002 


AI043655 


1223 


230 


2221 


867 


89 


19942 


AF008554 


207 


25 


137 


45 


90 


9598 


H33832 


247 


39 


156 


121 


89 


21491 


AF040954 


114 


9 


88 


22 


89 


3365 


AI008919 


424 


128 


765 


232 


90 


17214 


AI639008 


179 


29 


119 


40 


91 


22069 


AA946349 


337 


57 


516 


129 


89 


6537 


AI233817 


56 


46 


-59 


112 


90 


24508 


M34643 


174 


25 


116 


36 


90 


20819 


M81225 


114 


14 


82 


25 


89 


16610 


D28557 


213 


31 


140 


58 


89 


6788 


AI228646 


241 


42 


138 


75 


89 


9498 


AI073164 


75 


13 


44 


19 


90 


6016 


AA818163 


1277 


406 


2259 


787 


89 


7063 


M12919 


147 


30 


92 


65 


90 


24690 


J05571 


58 


11 


35 


17 


89 


25670 


X07648 


170 


48 


108 


53 


91 


959 


D38072 60 


18 


28 


19 


89 


353 


L32591 


151 


44 


54 


60 


90 


14303 


AI231159 


450 


110 


225 


75 


90 


87C 


U66478 


58 


11 


2S 


16 


91 


14768 


AI235912 


263 


64 


137 


77 


90 


425C 


AA818700 


218 


31 


13S 


44 


92 
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TABLE 3V: INPOMETHACIN 



Document Number 1740956.1 



Timepoints (hrs): 6, 24 



GLGC 
ID 


GenBank 


Group 
Wean 


Group 

SD' 


NonGroup 
Wean 


NonGroup 
SD 


Discriminant 

Score 


13364 


M 170606 


208 


27 


134 


41 


93 


21708 


AA956930 


129 


18 


71 


29 


93 


4527 


AA892774 


82 


15 


43 


18 


95 


18327 


AA799537 


125 


32 


54 


26 


I 9 


2554 


D00913 


117 


24 


66 


20 




18068 


S79676 


91 


21 


52 


18 


90 


7197 


A1171962 


74 


20 


34 


21 


89 


25508 


S67620 


36 


18 


-6 


15 


1^ 


18400 


AA799991 


122 


35 


59 


27 




24570 


M95578 


64 


41 


-22 


30 


91 


11827 


AA859468 


97 


20 


47 


21 




155 


U32681 


116 


35 


52 


28 


91 


9866 


AJ 005424 


73 


49 


-1 


27 


90 


17953 


AA894090 


232 


44 


151 


38 


93 


23587 


Al 176598 


123 


29 


62 


29 


90 


15487 


AI1 76351 


145 


35 


74 


33 


89 


4043 


AI227852 


110 
325 


38 


56 


28 


90 


17634 


AJ223355 


71 


157 


54 


90 


15933 


AA875253 


245 


45 


153 


44 


93 


22336 


AA893924 


91 


18 


9 


38 


95 


21683 


M65149 


137 


67 


15 


24 


93 


17377 


X13058 


173 


56 


81 


46 


89 


9821 


AI180114 


141 


24 


70 


31 


91 


1379 M83676 


61 


10 


22 


18 


i 94 


19411 


AA893667 


137 


55 


42 


23 


92 


1641 


E03428 


203 


35 


113 


41 


89 


2005 
20161 


D29646 


71 


18 


29 


19 


90 


0(54686 


127 


54 


28 


37 


90 


11203 


AA892554 


112 


32 


52 


22 


90 


2557 


Ah 76820 


92 


29 


34 


16 


92 


14425 


Al 177755 


1447 


556 


428 


405 


92 


20090 


AI639353 


209 


62 


112 


37 


91 


6085 


AI171990 


162 


50 


54 


50 


90 


3504 


Al 104659 


476 


77 


285 


90 


91 


14501 


Al 175778 


109 


30 


41 


23 


90 


21111 


AI227832 


84 


40 


14 


27 


91 


19884 


Al 170501 


2331 


266 


5485 


2830 


90 


5384 


AA891041 


140 


48 


27 


41 


90 


1849E 


AI639042 


51 


15 


18 


16 


93 


131 66 


AM 78736 








56 


91 


1844 


M33962 


234 


74 


114 


44 


91 


2256C 


AM 77122 


11C 


3£ 


4e 


3C 


89 


1841 


Al 113289 


188 


61 


52 


4C 


92 


1758J 


AA892851 


14C 


4£ 


I 41 


36 


91 


6226 


AA818521 


7C 


2E 


2£ 


2C 


91 


377C 


J AA998356 


19: 


81 


56 


> 4" 


91 


23855 


5 AI236773 


34; 


S 6£ 


5 16' 


t 6£ 


96 
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TABLE 3W: Lipopolysaccharide 



Document Number 1740956.1 



Timepoints (hrs): 24 





GenBank 

Acc 


Group 
Mean 


Group 

SD 


NonGroup 
Mean 


NonGroup 
bD 


Discriminant 
Score 


20872 


X51 707 


1346 


39 


565 


185 


100 


309 


AA866460 


1271 


75 


521 


129 


100 


14495 


AA893658 


78 


13 


275 


91 


100 


20810 


X14181 


2038 


83 


818 


316 


100 


9214 


AA925116 


881 


98 


231 


78 


100 


20462 


M20156 


1387 


54 


608 


172 


100 


10109 


X58465 


1938 


117 


741 


244 


100 


24728 


M55532 


29 


8 


234 


58 


100 


22042 


AA946476 


6154 


992 


110 


57 


100 


25802 


E02315 


516 


16 


223 


57 


100 


5969 


AM 02520 


363 


62 


1269 


487 


100 


20707 


U88036 


9 


10 


480 


234 


100 


634 


K01932 


225 


44 


1123 


608 


100 


25084 


X06769 


44 


4 


149 


45 


100 


15004 


AI235224 


1695 


241 


223 


88 


100 


15098 


M31837 


25 


6 


124 


34 


100 


25525 


S72505 


173 


36 


992 


517 


100 


18618 


M24026 


1838 


88 


807 


300 


100 


21522 


AA944449 


766 


53 


152 


160 


100 


21660 


Al 169751 


5231 


324 


1747 


597 


100 


18244 


AA848776 


1182 


48 


498 


138 


100 


18205 


Al 044836 


540 


12 


297 


78 


100 


19438 


AA819450 


18 


8 


329 


177 


100 


24860 


M 13506 


32 


5 


323 


248 


100 


1501 


AI072634 


1189 


106 


377 


125 


100 


20944 


X82396 


1456 


146 


463 


118 


100 


574 


L13039 


252 


19 


91 


42 


100 


5967 


Al 102520 


203! 34 


931 


449 


100 


11849 


X93352 


1292 


27 


561 


179 


100 


20701 


AA875097 


2699 


266 


631 


252 


100 


25675 


X14181 


1146 


19 


564 


195 


100 


18250 


X51706 


1694 


101 


683 


230 100 


21643 


Ah 04544 


1667 


167 


644 


209 100 


23005 


AA942770 


271 


18 


100 


65 


100 


25687 


X51706 


2035 


160 


865 


301 


100 


20698 


X86561 


3388 


619 


657 


317 


100 


18580 


AA851963 


1020 


40 


193 


144 


100 


1599 


AA686470 


53 


4 


14 


29 


100 


17758 


K03249 


17 


8 


310 


348 


100 


22598 


Al 137506 


3246 


213 


1045 


322 


100 


1069 


X15096 


2982 


294 


1101 


517 


100 


20589 


X06916 


125 


14 


32 


25 


100 


1561 


Z50052 


1985 


196 


649 


233 


100 


11904 


D85183 


269 


17 


69 


47 


100 


6911 


D85035 


57 


7 


220 


52 


100 


14384 


AM 77096 


542 


33 


220 


49 


100 


3134 


Al 180292 


375 


108 


34 


28 


100 


18541 


X14671 


1651 


44 


766 


292 


100 


5667 


X58200 


1364 


112 


592 


172 


100 


1600 


AA686470 


80 1 4 


31 


9€ 


100 
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TABLE 3W: Lipopoiysacchartde Document Number 1740956.1 



Timepoints (hrs): 24 





GenBank 


Group 


Group 


NonGroup INonGroup 


Discriminant 


bLbL IU 


Acc 


Vtean 




Mean |SD 


Score 


635 


<78848 


188 


85 


1148 682 


100 


21285 


AA849898 


1158 


138 


80 


129 


100 


15002 


Al 169327 


813 


201 


137 


37 


100 


18611 


X58200 


2091 


199 


792 


282 


100 


20915 


AF001898 


99 


6 


410 


277 


100 


22006 


U 96490 


516 


40 


262; 


47 


100 


20529 


L32132 


1181 


95 


120 1 


1 14 


100 


18750 


D45250 


373 


9 


216 


43 


100 


9905 


AA891774 


166 


21 


507 


139 


100 


25686 


X51536 


1038 


43 


539 


158 


100 


15135 


S71021 


1406 


112 


578 


180 


100 


713 


X91234 


-62 


12 


380 


485 


100 


20839 


AA891729 


1945 


203 


799 ! 


289 


100 


13563 


AI233773 


455 


25 


1246 


377 


99 


19018 


M86870 


644 


29 


297 


82 


99 


12320 


AA946149 


1193 


1266 


5 


21 


99 


18606 


X53504 


1203 


88 


543 


169 


99 


25679 


X15013 


1526 


95 


637 


244 


99 


154 


U32681 


502 


58 


160 


45 


99 


25719 


X62146 


1680 


122 


783 


273 


99 


17324 


AF056031 


82 


19 


316 


73 


99 


25052 


L22190 


1614 


302 


23 1 68 


99 


24577 


X55153 


1617 


106 


664 


256 


99 


21657 


X61381 


2029 


431 


546 


187 


99 


1641 


E03428 


275 


15 


113 


41 


99 


23651 


M 14656 


66 


17 


19| 47 


99 


6614 


AA848389 


119 


27 


971 


268 


99 


1598 


U30186 


101 


15 


15 


34 


99 


17284 


J02827 


66 


7 


179| 39 


99 


7858 


AI043654 


149 


52 


-2 


22 


99 


25747 


X81448 


932 


89 


321 | 98 


99 


16204 


X06423 


1325 


135 


563 


158 


99 


21765 


AI233696 


134 


12 


37 


25 


99 


11416 


AM 721 85 


283 


21 


109 


37 


99 


2997 


AI030545 


88 


6 


348 


123 


99 


17175 


X58389 


1068 


83 


466 1 131 


99 


21074 


AI0 13890 


1007 


95 


404 


136 


99 


9215 


AA925116 


1095 


215 


269 | 109 


99 


4914 


Al 112086 


48 


19 


499 


155 


99 


22515 


AA900582 


4184 


1045 


105 


215 


99 


16173 


AA957003 


286 


72 


20 


26 


99 


14929 


Al 170353 


373 


82 


114 


71 


99 


5175 


AA8 18951 


345 


77 


48 


53 


99 


4365 


AI070200 


724 


67 


259 


120 


99 


1678 


M96674 


22 


13 


128 


33 


99 


15872 


L28135 


73 


25 


388 


141 


99 


20862 


E01415 


62 


16 


251 


75 


99 


2744 


D87991 


i 510 


37 


187 


54 


99 
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TABLE 3X: PHENOBARBITAL " " Document Number 1740956.1 



Timepoints (hrs): 24, 48 



Gl GC 


'.-c.f Banl 


G Ol p 


Group 


T i- > iGroup 


NonGi 5U| 


Dis< i i in * it 


wHS 


Acc 


Mean 


SD 


Mean 


SD 


Score 


20913 


M23995 


2689 


2126 




221 


99 


12160 


AA818412 


14509 


1800 


1065 


855 


99 


20384 


D 17349 


2702 


410 


145 


137 


99 


25055 


M11251 


5930 


1086 


194 


310 


99 


20914 


M23995 


2652 


1037 


198 


208 


99 


16619 


AA997544 


713 


246 


33 


26 


99 


7486(1 






^iSS 





31 1 


99 




IVI IOOUO 


~~ 






181 


99 


rTty? 


MAyzOi i i 


R17 

7^87 


^ns 


ZT 




1| 


25056 


IVI l 0Z04 




1370 


Tots 


56T 




12155 


J00728 


6863 


1252 


494 


483 


99 


15695 


D10891 


38 


TT 


^| 


15 


99 


12156 


K00996 


8RQ9 - 


?7m 






gg 


12157 


K01721 


900lT 


1943^ 


435 


7W 




18080 


K00136 


4513" 


610~ 


T050~ 


766^ 


99 


90015 


AFflCHRQR 
rtrUU 1 Oc?0 


1065 


773~ 


395 


225" 


99 


1754? 


M26125 


4034 


521 


1130 


712 


99 


10152 


aia^o-i -in 
Aiuoy i i u 


136 




-J^ 




H 


:4|§| 




^fiTT 


7T 




9a7T 

l^T 






MlZ^oo 1 0 





TTfi 1 


3~" 




98 


TtqT 


X64401 


?Hq~ 


91fi^ 

^H" 


r— r- 




19AR~ 




OS 


90707 

oIor 


UoOUoD 


T7ol~ 








08 




nnyD4o f I 




9fiT 


47 V 


TrT 


OR 


4vT? 


nDU I UDoO 


R91~ 


9R7 


5iF 


R7 


oa 


~ 1793 


D13912 


417? 


113T 


848 


5fiT 


08 


1?55fi~ 


A|-|RnT7R 
Ml I OUO 1 Q 


479 


169 


61 


83 


98 


oiorvT 




— T 

ifz^ 


7^rT 

Tfi^T 


— — 

1^7 


— r^" 


OR 


1707 




vconoc 

AOZUOD 


^rT 


— 


"^T^ 


qaT 


QR 

^8 






^S" 


^™ 




TTY 




16310 


Li OOUU 









67 


97 


23930 


AA997182 


237 


60 


47 


38 


97 


ill 07 


olcno? 


707 


iff 


1^ 




97 




S56937 


r— - 






5rT 


P 


11152 


M91652 


99 


23 


283 


88 




177RR 


AA851299 


RRQ 








TTo 


97 


15125 




3096 


530 


1172 


757 


97 


9AAR 

TTTk^ 


AA0R5941 


on 





TT 


22 


96 


11150 




— 

44 




14 




166 


— 

66 









^| 


^ 


§nr 


^1 


1| 


18588 






1^ 


^ 






HQOQ 


mao i y i yo 


TZn~ 






-| 


96 


1602 


U76379 


^ 


75 


37! 


88 


96 


21011 


H32189 


5333 


1153 


1599 


1167 


96 


25400 


M 14776 


4569 


802 


1278 


1091 


96 


21904 


M24239 


8157 


1553 


2150 


1904 


96 


21260 


AI233885 


300 


I 54 


126 


67 


96 


22979 


AA851372 


446 


46 


271 


79 


95 


4751 


AA900481 


159 


38 


75 


35 


95 


17995 


M13646 


3548 


564 


1234 


775 


95 


12060 


AA799890 


51 


9 


98 


23 


95 
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TABLE 3X PHENOBARBITAL Document Numbei 1 r 40956.1 



Timepoints (hrs): 24, 48 



Gl ,GC 


C iBank 


Gi o ip 


Group 


NonGro .?> 


NonG >up 


Discrimin ant 


ID 


Acc 


Mean 


SD 


Mean 


SC 


Score 


762 


AF007107 


3039 


634 


1 148 


704 


95 


16703 


Al 179300 


1966 


255 


1202 


368 


95 


373 


D86086 


742 


146 


387 


136 


95 


21029 


AA799981 


1 


14 


49 


24 


94 


23243 


AA851803 


3388 


494 


1691 


783 


94 


20650 


M12335 


1856 


205 


1291 


823 


94 


24849 


S60953 


-13 


8 


21 


20 


94 


634 


K01932 


2522 


315 


1107 


597 


94 


21014 


J03914 


1545 


206 


768 


344 


94 


6633 


AI228931 


759 


173 


1285 


315 


94 


21798 


AA926365 


2455 


327 


1695 


371 


94 


17805 


U06274 


1809 


191 


898 


401 


94 


23322 


AA892821 


693 


66 


437 


127 


94 


22884 


AI010755 


274 


45 


167 


52 


94 


4314 


AF010597 


571 


52 


374 


95 


94 


15955 


Al 232294 


331 


30 


189 


84 


93 


5622 


X05834 


1262 


148 


1103 


496 


93 


25725 


X62660 


270 


57 


137 


56 


93 


20090 


Al 639353 


63 


7 


113 


38 


93 


21015 


X04229 


5744 










24112 


Al 008 773 


2164 


366 


1154 


537 


93 


6000 


AA8 18088 


55 


39 


-23 


26 


93 


21013 


J02810 


5831 


1552 






93 


25525 


S72505 


2250 


465 


978 


505 


93 




Al 168975 












21039 


J03190 


721 


176 


2W 


118 


93 


16274 


D10261 


6084 


624 


3078 


3324 


93 


23445 


M84719 


78 


29 


212 


88 


93 


17676 


V01235 


4545 


318 


2308 


2052 


93 


8872 


AA851050 








^ft 


92 


22992 


AA996880 


359 


38 


231 




92 


4573 


AI1 79613 





136 





W 


§f 


19040 


J 0362 7 








36 




16019 


AI008498 


483 


156 


147 


90 


92 


7926 


Al 0439 13 




37 


82 


56 


92 


4186 


AA945169 


5001 








92 


2681 


AA901043 


127 


21 


73 


36 


92 


21038 


J03190 


734 


178 


243 


128 


92 


9697 


AI071642 


82 


27 


15 


19 


92 


1354 


D38065 


373 


55 


219 


135 


92 


19271 


AI231566 


135 


36 


271 


92 


92 


3143 


AI232408 


250 


20 


360 


94 


92 


20385 


X54793 


939 


76 


669 


202 


92 


18939 


AA945875 


673 


205 


176 




92 


9841 


U94856 


2341 


150 


1504 


864 


92 
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rABLE 3Y: TACRINE ' " Document Number 1740956.1 



Timepoints (hrs): 6 



gCgc n 


Gen Bank 


.f. 


Group 


NonGr< up 


NonGi a t «: 


Discrimii anl 


ID 


Acc 


Mean 


SD 


Mean 


SD 


Score 


18389 


AA799498 


108 


g 




■- 


gg 


6236 


AA818627 


241 


53 


981 


447 


98 


6919 


AI010461 


972 


168 


279 


242 


98 


14996 


X1 6038 


184 


86 


21 


38 


98 


14997 


J03572 


612 


134 


237 


147 


98 




AA799466 




31 


175 


34 


98 


8210 


S61960 


308 


33 


125 


67 


98 


12704 


AI009194 


3250 


993 


1446 


335 


97 


20744 


J04171 


577 


60 


277 


181 


97 


22513 


M23566 


425 


292 


-59 


611 


97 


21063 


D89983 


134 


25 


55 


25 


97 




Al 171 772 












13369 


D21 132 


242 


14 


158 


32 


97 


22512 


M22670 


101 


24 


39 


58 


97 




D86086 


Ifr 


^7 


1^ 


liz 


97 


23606 


UuJ 1 0*r 














AI008865 


2955 


653 


1139 


500 


§7 


11215 


AA81 7921 


95 




- 


114 


86 


97 


71Q73 


MAOy I ZOVJ 







?n 


^ 


% 


TQ^Q 


MMyyoooo 


IK 


99 


Tsa 






19410" 


nMoyOOO f 


153 


in 





26 


96 


2899 


AA996698 


8 





45 


37 


96 




M94287 




28 


39 


18 




26190 


AI072578 


126 


139 


-166 


107 


96 




AA899109 





1. 


"^T 


^7" 


if 


2Q772 


UDUOOZ 












22396 




lliT 


A 


2I2T 


9Q 

==| 


Qfi 


16 ROO 






13T 






m6 




A|9**1 197 


RR(T 


R7 


Tinp 


280 


96 


6263 


AI009666 


139 


TT 


9fiR 


89 


96 


oiaan 




^77 


9-5 


ZrvT 


T^f 


1| 


1Q419 




^34~ 


7n 

1 










1968 


M83745 










96 


12516 


AH 79651 


1418 


164 


893 


195 


96 


-iloQO 


Ain/icorio 














5§ 




Aim 1 "3f:7 
All) 1 IOD/ 




° 




1^ 


Ifi 


5020 


AA»Z4 / DO 


~ 

160 
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1 
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1| 
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40 


19 


95 


9432 


Al 0729 14 


1 14 


27 


48 


29 


95 


798 


U38253 


48 


6 


22 


11 


I 95 


6352 


AA997600 


30 


10 


-14 


30 


95 


6060 


AA818702 


313 


32 


500 


107 


95 


25567 


S85184 


286 


68 


133 


78 


95 


5696 


Al 0451 16 


142 


15 


273 


96 


95 


20850 


AA899956 


4 


7 


74 


, 57 


95 


17449 


AI237258 


95 


6 


57 


23 


95 


21341 


AA850195 


393 


77 


822 


297 


95 
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TABLE 3Y; TACRINE 






Document Number 1740956.1 


Timenoints (hrs>: 6 


GLGC 


3enBank 


3roup 


Ol <JU|J 


^onGroup 


MonGroup Discriminant 


ID 




Mean 


SD 


Wean 


SD I Score 


2242 


M012635 


4504 


962 


2338 


864 


95 


23243 


<\A851803 


512 


138 


1711 


795 


95 


15786 


M013924 


136 


24 


287 


87 


95 


1991 


M83196 


68 


11 


37 


14] 


95 


410 


M008974 


40 


20 


169 


77 


95 


22514 


X13983 


124 


32 1 


63 


70 


95 


13975 


AA850450 


69 


14 


162 


68 j 95 


17590 


AA892851 


186 


31 


109 


43! 


95 


1426 


Z48225 


194 


15 


133 


30 


95 


21799 


Al 102576 


-15 


5 


24 


23 


95 


19575 


AA850814 


130 


23 


288 


98 95 


2250 


AI012354 


733 


201 


1786 


6 J*?1 




3145 


AA997237 


278 


49 


607 


196 





16703 


Al 179300 


591 


122 


1212 





Q^r 


10573 


AI1 01003 


164 


22 


80 


z°| 


94 


960 


D 10026 


120 


14 


202 


50 


04 


10555 


AA900198 


29 


28 


371 


225 


OA 


6072 


AI228630 


1091 


273 


2023 


465 


04 


19370 


AA963797 


136 


43 


274 




94 


4592 


J02646 


211 


20 


149 


39 


94 


4879 


AA923852 


25 


13 


113 


55 


94 


24427 


J03170 


155 


15 


114 


20 


94 


4232 


AI012958 


25 


17 


95 


52 


94 


7063 


M12919 


151 


22 


92 


65 


94 


22196 


U21719 


117 


24 


57 


32 


94 


19085 


AA892598 


168 


29 


90 


37 


94 


4183 


Al 102789 


95 


16 


167 


44 


94 


16680 


AA965190 


120 


44 


362 


135 


I 94 


21062 


AI043631 


101 


18 


31 


160 


94 


20 


L26268 


406 


32 


284 


90 


94 


18507 


AI1 75551 


1005 


111 


697 


209 


94 


11166 


AA801346 


266 


78 


I 530 


135 


94 


1583 


U07201 


65 


9 


h 38 


17 


94 


18910 


AI232419 


426 


128 


1198 


431 


94 


18714 


AI013194 


281 


7 


238 


93 


94 


10176 


AA8 19530 


242 


77 


447 


99 


94 


2486 


AA964871 


162 


74 


485 


178 


94 


23451 


AA925243 


191 


A 


241 


59 


94 


23577 


AA955513 


16 


5 C 


51 


26 


94 


2170? 


AA956930 


10 - 


' { 


72 


29 


94 


3281 


AA818113 


90 1 2" 


20- 


70 


94 
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TABLE 3Z: VALPROATE 



Document Number 1740956.1 



Timepoints (hrs): 24 96 



GLGC 


GenBank 


Group 


Group 


MonGroup 


MonGroup 


Discriminant 


ID • 


Acc 




SD 


Vlean 


SD 


Score. :s 


12829 


AA858695 


547 


24 


393 


t^T 




23698 


J02749 


491 


47 


299 


— -- 


95 


1774 


J03754 


24 


3 


8 


10 


Il 


12698 


Al 170665 


164 


17 


74 


303 


— 


2179 


AA848270 


592 


105 


352 


102 


H 


14937 


AI237159 


196 


21 


120 


38 


Iz 


22604 


AA945578 


1839 


334 


987 


446i 




19358 


AI009675 


269 


199 


993 


439 


It 


5887 


Al 179099 


165 


51 


86 


168 




20711 


AA924267 


291 


45 


127 


170 


H 


15907 


AA996422 


182 


13 


270 


89 


n 


23203 


AA799971 


170 


21 


107 


36 




21656 


AA800202 


66 


5 


36 


21 


cn 

— 


3362 


AA998092 


27 


8 


81 


39 




23579 


AM 71 802 


801 


21 


673 


130 


q? 


26109 


AA997009 


394 


109 


153 


291 


1| 


3279 


Al 103224 


1011 


116 


716 


202 


H 


17290 


AA891785 


257 


43 


166 


60 


II 


17237 


X16145 


280 


31 


208 


44 


%> 


12964 


AI236227 


395 


31 


241 


96 




64 


M60655 


205 


28 


134 


36 


Q9 

92 


4914 


Al 11 2086 


727 


59 


496 


157 


I 1? 


21094 


D 10354 


342 


45 


204 


91 


It 


20715 


X07259 


522 


82 


313 


353 


It 


2373 


AA964455 


145 


31 


287 


116 


91 


23228 


A1235446 


1110 


63 


1557 


574 


91 


17289 


AA891785 


196 


17 


128 


53 


91 


2140 


AM 72272 


165 


29 


86 


47 


It 


18637 


AA858651 


1105 


182 


2045 


614 




19433 


AA8 19776 


200 


32 


105 


79 


oT 




17529 


Al 171 460 


205 


39 


136 


41 




17758 


K03249 


411 


53 


308 


349 


II 


21068 


AH 75675 


283 


101 


21 


135 


It 


3848 


AA892306 


34 


12 


1 1 


13 


It 


1301 


J02585 


425 


58 


1016 


906 


... 


17187 


AA800315 


80 


12 


43 


23 




22379 


AI231448 


254 


55 


479 


205 


91 


15148 


AA859325 


702 


111 


483 


132 


91 


7756 


AA892864 


88 


15 


41 


35 


91 


[ 23886 


AA963008 


118 


9 


181 


62 


91 


9644 


AI071410 


28 


12 


-12 


27 


91 


10073 


AI058515 


3S 


5 


56 


51 




1592€ 


AB012933 








187 


90 


1678C 


X62660 


33£ 


2C 


26£ 


10C 


90 
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96 


17 


5C 


2£ 


90 


14332 
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4£ 


2 


3£ 


2A 


90 
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127f 
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42 


8f 
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90 
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TABLE 3Z: VALPROATE Document Number 1740956.1 



Timepoints (hrs): 24 96 



GLGC 
ID 


GenBank 

Acc 


Group 


Group 
SD 


NonGroup 
Mean 


NonGroup 
SD 


Discriminant 
Score 


1 5980 


AA866426 


104 


6 


73 


28 


90 


15849 


AI008074 


228 


26 1 157 


69 


90 . 


9192 


Al 137345 


836 


128 


1645 


656 


90 


15041 


ABO 16532 


32 


12 


^ 


28 


90 


4312 


AB010635 


98 


21 


1| 


84 


90 


5712 


AI045154 


39 


8 


1? 


48 


90 


15638 


AA875633 


89 


10 




29 


90 


20795 


AA944397 


194 


34 


123 


86 


90 


11998 


AA892828 


61 


7 


39 


26 


90 


20980 


AA799633 j 


102 


17 


67 


22 


90 


14504 


AA799804 


177 


18 


131^ 


107 


90 


18002 


AI043655 


1397 


127 


2219 


868 


90 


7186 


AI072833 


498 


36 


377 


122 


90 


16721 


D30647 


293 


28 


235 


50 


89 


5094 


AA925165 


50 


8 


94 


45 


89 


9754 


AI112194 


380 


48 


220 


130 


89 


11162 


AI008183 


28 


5 


59 


36 


89 


25725 


X62660 


183 


16 


138 


57 


89 


20846 


AI231140 


1579 


283 


2762 


796 


89 


22308 


AA899535 


482 


85 


778 


273 


89 


2337 


AA964307 


83 


8 


122 


41 


89 


22491 


AA899289 


167 


16 


243 


94 


89 


17809 


AA686461 


63 


7 


43 


24 


89 


6912 


D85035 


231 


14 


180 


45 


89 


14506 


H32584 


298 


12 


253 


71 


89 


16945 


AA925541 


460 


93 


669 


153 


89 


4360 


H31813 


130 


25 


233 


101 


89 


7784 


J04591 


168 


18 


124 


35 


89 


22077 


Al 177099 


96 


19 


58 


26 


89 


8977 


AA799741 


62 




41 


17 


89 


22992 


AA996880 


147 


19 


233 


73 


89 


4271 


AA925603 


249 


78 


59 


146 


89 


1728 


D16479 


249 


17 


220 


80 


89 


21785 


AI1 77312 


146 


20 


218 


56 


89 


21531 


M91595 


35 


9 


26 




89 


21803 


AI008284 


204 


51 


374 


129 


89 


6975 


Al 176229 


391 


39 


329 


162 


89 


12233 


Al0 13474 


243 


32 


393 


135 


89 


811 


D63704 


452 


12 


532 


163 


89 


1391 


X66366 


141 


7 


104 


28 


89 


2103 


AA851135 


1356 


41E 


2464 


70S 


89 


I 7783 


AA892069 


94 


1C 


6C 


3C 


89 
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[TABLE 3AA: VALPROATE." 



Document Number 1740956.1 



6 



ID V 


Acc 


Sroup 
Wean 


3 roup 
SD 


*4onGroup 
Vlean 


^onGroup 

en 
oU 


Discriminant 


14619 


M236989 




3 


-1 


15 


98 


11528 


AH 70766 


43 


3 


19 


19 


98 


16025 


AI232374 


215 


102 


60 


25 


98 


2153 


U 75404 


110 


51 


37 


19 


98 


3091 


AI236027 


212 


31 


102 


46 


98 


16026 


AA874802 


250 


78 


74 


25 


99 


7806 


AA818421 


100 


13 


49 


26 


98 


12248 


AA942829 


178 


16 


23 


51 


99 


14275 


Ah 77748 


347 


70 


109 


29 


100 


9598 


H 33832 


392 I 52 


156 


121 


98 


2107 


AA892006 


243 


65 


102 


39 


98 


19463 


AM 0391 5 


908 


119 


424 


89 


99 


11542 


AM 70664 


484 


60 


238 


57 


99 


7161 


AI233407 


104 


11 


47 


27 


98 


14697 


AI234834 


77 


25 


1 


24 


98 


3467 


Al 237835 


325 


79 


128 


53 


98 


16024 


AI232374 


254 


85 


101 


25 


98 


11235 


Al 179709 


295 


76 


145 


45 


98 


5186 


AA925674 


179 


33 


79 


26 


98 


13171 


Al 144722 


307 


68 


123 


57 


98 


2519 


AI011770 


135 


23 


50 


21 


99 


12164 


AA851029 


371 


100 


85 


38 


99 


8850 


AI235059 


154 


14 


68 


35 


98 


11256 


AA945898 


191 


72 


28 


27 


99 


5921 


Al 178556 


251 


50 


70 


33 


99 


9410 


AI072842 


86 


10 


35 


20 


98 


5944 


AI227892 


169 


30 


68 


31 


98 


23331 


AI233457 


307 


36 | 198 


39 


98 


22689 


AA945962 


137 


46 


36 


25 


98 


22396 


AA859806 




10 


104 


29 


99 


9322 


AM 77333 


35 


10 


-3 


12 


98 


23862 


AA891933 


107 


25 


14 


28 


98 


22081 


AA944818 


225 


50 


86 


35 


98 


22311 


AM 76007 


555 


206 


175 


71 


99 


6408 


AA858902 


84 


15 


7 


11 


99 


11331 


AM 45556 


274 


45 


109 


37 


99 


22866 


AI233754 


482 


18 


322 


93 


98 


22966 


AI230320 


65 


12 


13 


17 


98 


14033 [AI012979 


566 


55 


311 


96 


98 


7937 


AI235414 


691 


123 


233 


172 


98 


6895 


Al 170067 


222 


52 


97 


31 


98 


221 30 


AA943020 


174 


43 


31 


25 


99 


26147 


AI013387 


921 


74 


1611 


372 


98 


22686 


AI233753 


251 


22 


150 


37 


98 


3705 


AA999054 


152 


32 


51 


25 


98 


11431 


AI236120 


202 


5£ 


67 


33 


98 


2122S 


AI008371 


76 


51 


2 


I 17 


98 


278S 


AI234949 


27C 


36 


7£ 


4£ 


99 


15476 


AA944426 


33* 


26 


13E 


6C 


99 


507* 


Al 101 695 


55£ 


101 


15S 


8C 


99 



235 



TABLE 3AA: VALPROATE 



Document Number 1740956.1 



Timepoints (hrs): 6 



GLGC 
ID 


GenBank 
Acc 


Group 


Group 
SD 


MonGroup 

Wean 


NonGroup 
SD 


Discriminant 


15090 


AA859224 


15 L 


21 


67 


24 


98 


13458 


Al 175338 


61 


17 


0 


19 


99 


17903 


AI231083 


369 


30 


235 


53 


98 


16618 


Al 168967 


137 


40 


29 


23 


98 


14616 


AA925559 


132 


27 


36 


31 


98 


14939 


AI228557 


150 


26 


47 


33 


99 


3606 


AM 76077 


37 


4 


-29 


44 


98 


3148 


AI007881 


193 


23 


81 


37 


98 


13911 


AI236262 


87 


17 


29 


17 


98 


5916 


Al 1 72078 


487 


92 


132 


84 


98 


9524 


AI073249 


255 


62 


51 


51 


98 


14256 


AM 76845 


551 


144 


275 


73 


98 


18002 


Al 043655 


866 


103 


2219 


865 


98 


11660 


Al 178944 


205 


23 


92 


31 


98 


19271 


Al 23 1566 


624 


97 


268 


89 


98 


24256 


AI228256 


586 


38 


368 


86 


98 


12287 


AM 02751 


109 


14 


43 


23 


98 


9325 


AI072617 


424 


92 


162 


59 


98 


3516 


AH 75064 


380 


69 


158 


64 


98 


19187 


AA851230 


314 


76 


115 


55 


98 


3655 


AA818183 


239 


52 


103 


44 


98 


23679 


AF087037 


100 


28 


10 


19 


99 


5937 


AM 71 684 


376 


34 


200 


50 


99 


13945 


U09793 


93 


12 


27 


18 


99 


21798 


AA926365 


910 


70 


1706 


375 


98 


1843 


M33962 


95 


9 


40 


19 


98 


23230 


AI236146 


825 


183 


295 


97 


99 


5193 


AA925693 


906 


68 


1639 


402 


98 


23099 


Al 11 2365 


244 


53 


95 


38 


98 


14766 


AI235886 


263 


27 


502 


117 


98 


23469 


Al 103282 


66 


26 


-2 


20 


98 


15888 


AA875225 


313 


71 


156 


52 


98 


8808 


AI070132 


84 


20 


385 


123 


99 


9288 


AI072458 


50 


6 


19 


11 


98 


3718 


AI229643 


67 


6 


33 


14 


98 


10937 


AI230131 


94 


17 


-1 


43 


98 


17334 


AA858704 


479 


63 


171 


80 


98 


21274 


AI236726 


204 


26 


87 


28 


98 


23347 


AA860015 


66 


17 


14 


14 


98 


20899 


X65948 


155 


11 


78 


28 


98 


13467 


Al 138034 


124 


27 


22 


36 


98 


13167 


Al 145832 


65 


2 


111 


35 


98 


6234 


AA818612 


177 


11 


73 


39 


98 


14677 


AI234620 


111 


43 


21 


17 


98 


11516 


AM 03962 


154 


15 


77 


3C 


98 


988S 


AI044621 


511 


107 


1720 


564 


98 


911 


U49729 


52 


11 


0 


14 


98 


1844 


M33962 


269 


51 


114 


44 


98 


1841 


AM 13289 


196 


52 


52 


41 


98 
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TABLE 3BB: WY-14643 Document Number 1740956.1 


Timepoints (hrs): 24, 168 -.UZm^ • •,. . .! ' , . : : ' : ■ ~ 


ID 


SenBank 
Acc 


^rAim I r^ ml in 

vj ro up oiuup 

Mean |SD 


Wean 


\JonGroup 
SD 


Discriminant 

Score 


17736 


M86389 


166 32 


30 


90 


98 


48 


D17310 


238 33 


538 


213 


97 


5497 


AF080468 


216 39 


494 


171 


97 


373 


D86086 


204 18 


391 


139 


97 


5496 


AF080468 


193 28 


395 


125 


96 


20705 


E01184 


162 76 


862 


1122 


96 


18719 


X63410 


319 73 


1004 


588 


96 


24722 


M30282 


305 38 


626 


206 


98 


12094 


AA899681 


1632 400 


4683 


1796 


96 


1857 


AB010428 


560 89 


18 


146 


100 


6055 


M12337 


400 35 


795 


300 


97 


4950 


AJ005046 


63 18 


3 


12 


99 


22119 


AA859661 


26 13 


-5 


5 


99 


17805 


U06274 


419 40 


910 


408 


97 


17127 


AI012213 


106 


47 


-103 


70 


99 


20711 


AA924267 


446 


58 


125 


169 


97 


8784 i AM 03007 


349 


60 


175 


59 


97 


17644 


AA924036 


324 48 


130 


59 


98 


22603 
21812 


AF044574 


411 j 33 


230 


78 


98 


AA997588 


623 91 


330 


106 


97 


7031 


AI011291 


365 78 


174 


60 


97 


3903 


AA899986 


98 41 


-98 


57 


99 




Al I f OO^O 


1089 89 


642 


133 


99 


17187 


AA800315 


127 27 


42 


22 


98 


20851 


D88890 


266 64 


75 


56 


97 


4196 


AA899304 


952 220 


73 


73 


100 


3568 


AA899821 


370 45 


190 


54 


98 


21995 


AI008955 


336 49 


172 


56 


98 


11520 


AA997068 


543 133 


225 


93 


97 


20859 


M92074 


107 10 


51 


20 


98 


14021 


AA848834 


899 J 165 


301 


177 


98 


268 


U67908 


-17| 12 


36 


21 


98 


8182 


AA945608 


446 47 


1055 


516 


96 


875 


U60416 


64 16 


7 


19 


97 


3842 


AF061242 


186 40 


77 


30 


97 


20853 


AF063302 


58 


25 


-10 


19 


97 


20980 


AA799633 


133 


16 


67 


22 


97 


19302 


AI058968 


281 


43 


34 


34 


99 


17999 


U19485 


455 


36 


1106 


524 


97 


10636 


AI011634 


555 


122 


217 


82 


98 


2997 


AI030545 


700 


125 


345 


119 


97 


6512 


AI235898 


280 


50 


136 


49 


97 


9096 


AM 691 27 


906 


159 


350 


119 


99 


22847 


AA923982 


1749 


125 


1098 


233 


98 


15829 


AF034577 


145 


41 


28 


38 


98 


23305 


AA957451 


200 


38 


79 


44 


97 


2811 


Al 171 090 


345 


60 


177 


54 


97 


5027 


AA924793 


374 


63 


20S 


57 


96 


17044 


AI010173 


221 


52 


9£ 


45 


96 


16411 


AI058647 


127 


32 -2 


42 1 98 



TABLE 3BB: WY-14643 



Document Number 1740956.1 



Timepoints (hrs): 24,168 



GLGC 


GenBank 


Group 




NonGroup 


NonGroup 


Discriminant 


ID 


Acc 


Mean 


SD 


Mean 


SD 


Score 


6791 


AA945613 


1843 


230 


3849 


1 1 56 


97 


12829 


AA858695 


653 


79 


392 


91 


96 


11488 


Al 176477 


835 


128 


513 


112 


97 


6943 


AI010637 


343 


31 


183 


59 


97 


4174 


AI011613 


229 


30 


111 


41 


97 


23285 


AA955976 


608 


64 


325 


118 


96 


2267 


AI009450 


223 


28 


127 


37 


97 


10596 


AA956405 


195 


49 


74 


34 


97 


4199 


M83143 


381 


21 


665 


232 


97 


16721 


D30647 


368 


42 


235 


49 


97 


23968 


AM 72260 


752 


89 


465 


101 


97 


16769 


X98225 


262 


53 


123 


45 


96 


25139 


AB005743 


70 


11 


16 


14 


98 


18317 


AA799326 


92 


24 


-17 


36 


97 


23566 


AA955482 


73 


19 


19 


17 


97 


9180 


AI043694 


148 


24 


69 


30 


96 


17027 


Al 170679 


378 


93 


1232 


445 


98 


3860 


AI232703 


1027 


172 


400 


146 


98 


3371 


AA998124 


330 


41 


151 


68 


97 


1977 


J05470 


534 


61 


300 


113 


97 


4428 


AM 71 362 


433 


75 


232 


71 


96 


25693 


X53949 


73 


12 


25 


15 


97 


5451 


AI044322 


375 


21 


233 


65 


97 


17662 


AM 03774 


618 


73 


399 


78 


97 


5902 


AI045871 


176 


49 


58 


29 


97 


23320 


AA955164 


461 


41 


214 


80 


98 


5215 


AA925774 


151 


29 


53 


25 


97 


14621 


AA859529 


227 


16 


138 


36 


97 


19259 


AA900613 


484 


116 


-65 


208 


97 


18726 


AF029240 


155 


21 


307 


76 


97 


17489 


AI012566 


257 


63 


99 


66 


97 


17349 


Al 179987 


1359 


129 


807 


245 


96 


22602 


AF044574 


298 


45 


126 


68 


96 


11525 


Al 172286 


658 


98 


382 


88 


97 


22051 


AA899498 


318 


72 


131 


58 


97 


3264 


AA997779 


194 


29 


71 


35 


98 


14881 


M20629 


429 


39 


1306 


850 


97 


21895 


AI008971 


500 


110 


155 


106 


97 


3167 


AI031012 


553 


84 


228 


92 


97 


22079 


AA945094 


1807 


234 


4647 


1469 


97 


17353 


AI008020 


248 


76 


44 


46 


98 


18319 


AA925752 


187 


47 


46 


36 


97 


17064 


X95986 


48 


25 


-8 


15 


98 


20888 


AH 45680 


355 


41 


151 


71 


97 


18316 


AF07241 1 


265 


39 


79 


51 


98 


15052 


M34043 


440 


30 


1034 


535 


97 


7665 


AI030668 


363 


53 


163 


71 


97 


21355 


Al 105094 


1202 


308 


299 


299 


97 


3665 


AI009376 


373 


45 


172 


71 


97 
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TABLE 3CC; ZfLEUTON 




r ;1] rr ; 1 Document Number 1740956.1 


Timepoints (hrs): 24, 336 






H ; 




GLGC 
ID 


GenBank 
Acc 


Group 
Mean 


Group 
SD 


NonGroup 

Mean ; ; 


NonGroup 
SD 


Discriminant 
Score 


20384 


D17349 


1259 


iT^r 


161 


266 


99 


12158 


L00320 


2623 




222 


603 


99 


20705 


E01184 


2761 


fiFn 

1^1 


846 


1113 


99 


24860 


M 13506 


1534 




315 


230 


99 


12156 


K00996 


4726 


1404 


439 


926 


99 


25056 


M 13234 


4347 


1048 


748 


808 


99 


12157 


K01721 


5418 


17nT 


485 


1035 


99 


12155 


J00728 


3997 


1348 


532 


730 


99 


20864 


AF045464 


1812 


CCS} 

HI 


339 


185 


98 


17541 


M26125 


4122 


645 


1140 


729 


98 


1794 


X64401 


5922 


^TT 


1521 


1378 


98 


488 


E00717 


113 


-7™f 


193 


870 


97 


1793 


D13912 


2578 




869 


638 


97 


25069 


S82820 


917 


1 


165 


140 


97 


11997 


AA892828 


114 




182 


64 


97 


1797 


X62086 


4276 


=| 


1264 


1034 


97 


1802 


AA817841 


209 




324 


100 


97 


24323 


Al 104798 


625 


PA 


403 


86 


96 


18597 


AB013732 


774 




fi^f 


450 


122 


96 


20704 


M26127 


3006 





1027 


990 


96 


1995 


AF038870 


1943 


4~ 


1394 


1097 


96 


17104 


M29358 


588 


28 


414 


104 


96 


12447 


AA956769 


154 


32 


53 


33 


96 


21798 


AA926365 


2543 




1698 


373 


96 


2084 


AA998151 


810 


TST 




478 


136 


96 


10093 


AI058746 


716 




364 


147 


96 


23766 


AA956456 


199 




rl~ 


96 


51 


96 


11153 


M91652 


302 


18 


486 


146 


96 


10109 


X58465 


1186 


^ 


743 


252 


96 


15193 


AI229508 


275 


If 


142 


53 


96 


4689 


AA899899 


92 




23 


29 


96 


6941 


Al 044892 


165 


AP. 




35 


52 


95 


15615 


AA944316 


7738 


^~ 


4513 


1439 


95 


17382 


AA858607 


398 




243 


67 


95 


762 


AF007107 


3386 


ORQ 


1153 


706 


95 


23699 


J02749 


853 


7-} 

^| 


512 


302 


95 


12060 


AA799890 


53 




98 


23 


95 


12094 


AA899681 


7548 


^ 


4643 


1801 


95 


25691 


X53504 


1076 




645 


214 


95 


4441 


X62146 


1001 


^ 


628 


198 


95 


15382 


Al 172302 


175 


^| 


140 


275 


95 


16125 


AF090134 


52 


cJ 


106 


36 


95 


25679 


X15013 


1192 




637 


246 


95 


21903 


AA945571 


2861 


6§i 


1088 


628 


95 


635 


X78848 


2637 


225 


1136 


676 


95 


25687 


X51706 


1530 


144 


865 


306 


94 


15987 


AA866435 


69 


9 


31 


39 


94 


21013 


J02810 


5773 


1056 


1840 


[ 1452 


94 


15126 


D83796 


1733 


375 


889 


477 


94 


23698|J02749 


542 


79 


299 


365 


94 
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TABLE 3CC: Z1LEUTON Document Number 1740956.1 


Timepoints (hrs): 24, 336 .-Mi^ . 


GLGC 
ID 


GenBank 
Acc 


Group 
Mean 


Group 
SD 


No n Group 
Mean 


NonGroup 
SD 


Discriminant 
Score 


634 


K01932 


2302 


161 


1114 


605 


94 


18606 


X53504 


887 


71 


544 


171 


94 


15955 


AI232294 


365 


53 


189 


84 


94 


24771 M77479 


1101 


88 


835 


393 


94 


17092 AA8931 89 


149 


32 


86 


34 


94 


20803 


U09256 


400 


43 


241 


84 


94 


17729 


X52619 


1102 


57 


678 


228 


94 


12606 


M59861 


1178 


231 


571 


228 


94 


21746 


L02896 


50 


2 


63 


18 


94 


3924 


AA851017 


528 


73 


288 


118 


94 


18991 


AA945082 56 


14; 22 


20 


94 


12312 


AA893453 


902 


61 , 726 


290 


94 


15052 


M34043 


1412 


96 


1028 


536 


94 


4091 


Al 16941 7 


426 


39 


292 


82 


94 


17531 


AI229440 853 


41 


590 


233 


94 


18588 


AA899635 


331 


32 


208 


101 


94 


21015 


X04229 


5834 


1057 


2040 


1441 


93 


9143 


AA998450 


147 


31 


50 


40 


93 


13118 


am "?70qo 
mi i o / zyz 


128 


49 


0j 63 


93 


1175 


X79081 


1228 


290 


498 


319 


93 


24521 


AA945636 


5658 


409 


3577 


1264 


93 


16367 


AA892888 


2207 


158 


1051 


686 


93 


16272 


X76456 


2086 


93 


1304 


730 


93 


26030 


M34331 


937 


65 


549 


236 


93 


1877 


X74593 


802 


49 


539 


174 


93 


20810 


X14181 


- 1478 


139 


819 


321 


93 


15124 


J02612 


2056 


528 


996 


562 


93 


16164 


S83025 


607 


23 


520 


139 


93 




AA996885 


347 


59 


187 


81 


93 


25170 


AF030087 


31 


3 


62 


26 


93 


21904 


M24239 


6866 


1206 


2179 


1957 


93 


16696 


AA799607 


61 


5 


107 


33 


93 


1876 


AI030175 


910 


63 


582 


188 


93 


25702 


X58465 


571 


46 


390 


109 


93 


4093 


AI232001 


812 


113 


547 


150 


93 


11798 


AI059337 


128; 7 


98 


36 


93 


14882 


D00362 


2042 


188 


969 


519 


93 


17281 


U10697 


871 


121 


497 


175 


93 


16701 


AI008838 


3476 


509 


2210 


699 


93 


2480 


AA893471 


126 


28 


217 


52 


93 


15135 


S71021 


918 


79 


579 


185 


93 


20464 


M20406 


1857 


191 


1282 


779 


93 


11152 


M91652 


130 


42 


283 


89 


93 


8212 


AI231807 


3634 


607 


1402 


908 


93 
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TABLE 3DD: ZILEUTON Document Number 1740956.1 



Timepoints (hrs): 6 



GLGC 
ID 


GenBank 
Acc 


Group 
Mean 


Group 
SD 


NonGroup 
Mean 


NonGroup 
SD 


Discriminant 
Score 


488 


E00717 


1109 


140 


190 


867 


100 


489 


E00778 


247 


38 


49 


406 


100 


16619 


AA997544 


157 


10 


38 


72 


100 


20384 


D17349 


1161 


103 


165 


274 


100 


20705 


E01184 


2561 


241 


852 


1117 


99 


12158 


L00320 


2465 


317 


229 


621 


99 


2666 


AA962942 


8 


2 


61 


29 


99 


20443 


U14192 


131 


0 


130 


36 


99 


20703 


K03241 


1002 


195 


402 


557 


99 


23417 


AB022209 


117 


8 


202 


47 


99 


25055 


M11251 


2332 


477 


239 


620 


99 


25056 


M 13234 3559 


444 


760 


839 


99 


12160 


AA818412 6636 


1338 


1170 


1506 


99 


2096 


AI233801 


1867 


7 


1663 


377 


99 


14051 


AI232489 


169 


0 


161 


49 


99 


1797 


X62086 


4428 


238! 1272 


1044 


99 


12156 


K00996 


5096 


1174 


450 


950 


99 


16310 


L13600 


25 


8 


-91 


68 


99 


12155 


J00728 


3548 


642 


543 


761 


99 


12157 


K01721 


6086 


1523 


496 


1059 


99 


1764 


X83399 


50 


0 


73 


28 


99 


5046 


AI237855 


30 


1 


79 


46 


98 


1794 


X64401 


3199 


114 


1540 


1412 


98 


7312 


Al 177543 


71 


1 


55 


22 


98 


21904 


M24239 


6286 


173 


2193 


1974 


98 


3723 


AI0 12599 


181 


5 


94 


48 


98 


1818 


Y11283 


2279 


73 


1516 


1064 


98 


21011 


H32189 


4404 


237 


1625 


1211 


98 


3114 


Al 176018 


57 


0 


55 


29 


98 


20704 


M26127 


3288 


475 


1032 


993 


98 


7225 


AI013657 


167 


5 


314 


98 


98 


22802 


AM 79291 


54 


1 


107 


59 


98 


21065 


AA800179 j 6 


0 


24 


27 


98 


5497 


AF080468 


881 


27 


491 


171 


98 


16538 


AA799449 


30 


1 51 


23 


98 


20795 


AA944397 


29 


3 


123 


85 


98 


10152 


AI059110 


63 


14 


13 


21 


98 


25066 


S75280 


115 


2 


150 


48 


98 


341 


X89383 


22 


0 


31 


13 


98 


10245 


AI059701 


203 


4 


134 


52 


97 


10348 


AI069934 


47 


2 


26 


17 


97 


10161 


AI059168 


76 


5 


39 


26 


97 


1175 


X79081 


1521 


131 


499 


319 


97 


15906 


AI233425 


1162 


10 


1421 


456 


97 


16724 


AA850987 


280 


16 


150 


50 


97 


22042 


AA946476 


146 


3 


131 


369 


97 


19371 


AM 00841 


95 


2 


72 


22 


97 


6472 


Al 175880 


-125 


9 


31 


110 


97 


23863 


AA955628 


60 


3 


35 


24 


97 


9143 


AA998450 


118 


4 


50 


41 


97 
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TABLE 3DD: ZILEUTON 



Document Number 1740956.1 



Timepoints (hrs): 6 



GLGC 


GenBank 


Group 


Group 


NonGroup iNonGroup 


Discriminant 


ID 


Acc 


Mean . 


SD 


Mean jsD 


Score 


20808 


AA851281 


322 


10 


?2^L 


iff 


97 


20926 


S81353 


595 


10 






97 


2123 


AI229746 


85 


7 


204 


84 


97 


17130 


M62992 


49 


2 


94 


31 


97 


8999 


Al 070839 


41 


1 


67 


31 


97 


16034 


AI008701 


344 


18 


190 


74 


97 


17333 


AA891940 


47 


0 


61 


23 


97 


11876 


AI009321 


97 


6 


57 


38 


97 


23243 


AA851803 


3631 


253 


1701 


792 


97 


1262 


AB017044 


36 


1 


62 


32 


97 


22804 


A1011194 


1011 


29 


718 


153 


97 


10153 


AI059110 


25 


11 


-8 


39 


97 


670 


X54096 


1225 


35 


898 j 412 


97 


22235 


AA924152 


371 


2 


336 


94 


97 


9195 


AI072118 


27 


13 


-6 


11 


97 


21588 


AA899160 


175 


6 


122 


34 


97 


347 


U01914 


10 


1 


34 


20 


97 


8597 


AA8 18593 


74 


3 


109 


39 


97 


16278 


D38381 


853 


37 


493 


230 


97 


11514 


AI171855 


305 


10 


216 


57 


97 


21903 


AA945571 


2599 


240 


1094 


637 


97 


18704 


AH 71 562 


24 


1 


40 


19 


97 


8310 


Al 178868 


334 


20 


224 


47 


97 


6791 


AA945613 


4663 


55 


3830 


1167 


97 


18301 


U33500 


362 


166 


139 


71 


97 


25406 


M 18330 


50 


1 


73 


17 


96 


25479 


S45663 


1145 


29 


860 


336 


96 


14267 


AI011738 


867 


10 


1124 


404 


96 


19775 


AA900590 


229 


5 


174 


45 




12371 


AA924752 


597 


26 


386 


107 


96 


18588 


AA899635 


367 


26 


208 


101 


96 


15252 


Al 178605 


329 


2 


344 


121 


96 


14651 


Al 2359 19 


30 


28 


25 


15 


96 


19732 


AI236066 


1409 


25 


1044 


461 


96 


9053 


AA892861 


31 


5 


85 


33 


96 


20897 


AI175812 


269 


2 


298 


78 


96 
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